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PETITION TO REVIVE UNAVOIDABLY 
ABANDONED APPLICATION UNDER 37 CFR $ l.UKa) 

Sir: 

The procedural progress of this application has stalled. The undersigned 
would like to commence prosecution on the merits, but first needs to restore the application 
to pending status. By way of background, the salient events in the file are as follows. 

(1) The application was filed in the Japan/Receiving Office on 
November 19, 1999. 

(2) An English translation was filed in the US/DO to commence the 

United States National Phase on May 24, 2001 . The papers included an executed-»gggg 861285 89856617 

declaration, a CRF and paper copy, among other things. ^u. Qti£95 89856617 

Sale Ref : 88888882 W«- 

CO 118.88 Bft 

81 FC:lA5e " 



BEST AVAILABLE COPY 



(3) On September 7, 2001 Applicants received a Notification of Missing 
Requirements (copy attached at Tab A) stating that the CRF was non-compliant because 
the nucleotide "counters" wrapped around. The error recurred at lines 35, 40, 45, 50, 55, 
60, 65, 70,.... This error ~ at each fifth line - was as the only error identified in the 
Detected Error Printout. 

(4) On September 24, 2001 Applicants timely responded by filing a 
corrected CRP with smaller margins, thus avoiding the wrapped nucleotide counters. 

(5) On July 2, 2002 the Patent Office issued a Notification of Defective 
Response (copy attached at Tab B). That enclosed Detected Error Printout was identical 
(note the date at bottom right) to that provided with the September 7, 2001 Notification (3). 
This means either of two things: (a) The Patent Office did not receive — or damaged — 
Applicants' corrected CRF (since the CRF submitted September 24 did not contain those 
errors. See partial copy attached at Tab C) or (b) the Patent Office enclosed the wrong 
Detected Error Printout. It is now seen that the latter is what happened, but the 
undersigned had no reason at the time to expect the Official Action was at all defective. 

(6) Presuming point (a) above. Applicants sent on August 2, 2002 to the 
Patent Office additional copies of their previously submitted September 24, 2001 
enclosures. 

(7) A second Notification of Defective Response (copy attached at Tab 
D) issued on January 9, 2003. A new Detected Error Printout accompanied the paper 
which now identified errors at lines 712, 716, 718, 2165, 2167, 2369, 2384, 2399, 2414, 
2622, 2637, 2652, 2667, 2878, 2893, 2908, 2923, 3137, 3152, 3167, 3182, 3484, 3499, 



3514, 3529, 3544, 3559, 3574, 3739 and 3753. These were each errors present in the 
original May 24, 2001 CRP (2) but were never identified in either of the two previous 
Detected Error Printouts ((3) and (5)). 

(8) Applicants responded on January 22, 2003, attending to the errors 

noted in (7). 

(9) On June 6, 2003 Applicants received a Notification of Defective 

Response Abandonment (copy attached at Tab E). The Notification states Applicants 

failed to correct an error at line 2036 (which, again, was always present but had never 

earlier been complained of). The stated basis of rejection was that 

Applicant has failed to properly respond to the notification of 
MISSING REQUIREMENTS (Form PCT/DO/EO/905), 
mailed 09/07/2001 within the time period set therein. 
(Emphasis added.) 

(10) Of course. Applicants did properly respond to the September 7, 2001 
Notification and so, on June 19, 2003 filed a Request for Withdrawal of Notification of 
Defective Response Abandonment pointing out that such Response was, in fact, received in 
the Patent Office on September 25 , 200 1 . 

(11) On January 7, 2004 Applicants filed a Request for Decision on 
Request for Withdrawal of Abandonment. 

(12) A Decision on Petition (undated) was received January 30, 2004 

dismissing the Request for Withdrawal on the basis that Applicants' January 22, 2003 

sequence listing was not a proper response, noting that 

applicant has misinterpreted the Form PCT/DO/EO/9 1 8 
mailed 06 June 2003. The USPTO does not dispute that 



applicant filed a response on 25 September 2001 . This filing 
was received and resulted in the preparation and mailing of a 
Form PCT/DO/EO/916 mailed 02 July 2002. In addition, 
applicant subsequently filed responses on 05 August 2002 
and 22 January 2003. However, none of the sequence listing 
filed to date has been in compliance with 37 CRF 1 .821- 
1 .825. As such, while timely, the responses were not proper 
and the application was therefore held to be abandoned. 
Enclosed with their decision is a courtesy copy of the most 
recently prepared CRJ Problem Report. 

Initially, it is not well-understood how the undersigned "misinterpreted" the June 6, 2003 

form. The paper plainly stated there was no proper response to the September 7, 2001 

Notification of Missing Requirements. Applicants responded accordingly. 

Additionally, it is noted that the "courtesy copy" of the CRF Problem 
Report provided by the PTO on January 30, 2004 had nothing to do with the Notification 
mailed September 7, 2001. Accordingly, the basis asserted in the June 6, 2003 Notification 
of Defective Response (9) is without foundation. 

(13) In any event. Applicants filed a Request for Reconsideration on 
February 4, 2004 pointing out that the error relied upon in the Decision and upon which 
abandonment was founded because Applicant did not correct it earlier, was always in the 
CRF but was not earlier complained of by the Patent Office. Applicants explained their 
January 22, 2003 submission (8) attended to all the problems pointed out by the Patent 
Office up to that date ; the Patent Office made no mention of the existent error noted by the 
Decision (12) before June 6, 2003. The Request for Consideration now attended to this 
latest CRF error. 
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Applicants are being penalized for not hitting a moving target. All 
Applicants sought was a Withdrawal of Abandonment and the opportunity to submit a 
paper copy and CRF to address the Patent Office's latest concerns. 

(14) In response, the Patent Office issued on May 17, 2004 a Decision 

which states 

Applicant is correct that the error found in the Computer- 
Readable Form (CRF) filed 22 January 2003 had not 
occurred in previously filed CRF. 

This is not entirely accurate; the error was found in all prior CRFs but the Patent Office did 

not complain of it until June 6, 2003. 

In any event, the Decision states that the presently-filed CRF (13) will be 

forwarded for examination. To date, however, it appears no such examination has occurred 

and so, there has still been no determination as to whether or not such constitutes a "proper 

reply". 

(1 5) Accordingly, to timely facilitate such review, Applicants are filing 
the present Petition. Pursuant to 37 CFR §1. 137(a)(1), the previously filed CRF and paper 
copy are the necessary reply. Pursuant to 37 CRF § 1 .137(a)(2), a check in the amount of 
$1 10.00 is enclosed to cover the petition fee under 37 CRF § 1.17(1). Pursuant to 37 CRF 
§ 1.137(a)(3) the entire delay in filing this paper has above shown to be unavoidable and, 
pursuant to 37 CRF § 1.137(a)(4), no terminal disclaimer is required. 

The Assistant Commissioner is respectfully requested to restore this 
application to pending status and forward it for examination on the merits. 





Applicants' undersigned attorney may be reached in our New York office by 



telephone at (212) 218-2100. All correspondence should continue to be directed to our 
below listed address. 



FITZPATRICK, CELLA, HARPER & SCINTO 
30 Rockefeller Plaza 
New York, New York 1011 2-2200 
Facsimile: (212)218-2200 

LSP\nfr\ac 




Respectfully submitted, 



AStefliey for Applicants 
Lawrence S. Perry 



Registration No. 31,865 
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United STA^fq^ I^'(|i'^iOt&D Trademark Office 



Commissioner for Patents, Box PCT 
United States Patent and Trademark Ofrtce 
Washington. D.C. 20231 
www.uspto.90v 



U.S. APPUCATION NO. 



T 



FIRST NAMED APPUCANT 



ATTY. DOCKET NO. 



09/856617 



ICHIMURA 



FITZPATRICK CELLA HARPER & SCINTO 



30 ROCKEFELLER PLAZA 
NEW YORK. NY 10112 



FILE NO, 

DUE DATE 
DOCKETED. 




766.52 



INTERNATIONAL APPUCATION NO. 



PCT/JP99/06487 



LA. FIUNO DATE 



PRIORITY DATE 



19 NOV 99 



DATE MAILED: 



24 NOV 98 



07 SEP 2001 



NOTIFICATION OF MISSING REQUIREMENFS UNDER 35 U.S.C. 3 /1 IN THE UNITED 
STATES DESIGNATED/ELECTED OFFICE (DO/EO/US) 

1 . The following items have been submitted by the applicant or the IB to the United Stales Patent and Trademark 
Office as Q a Designated Office (37 CFR 1.494) [xj an Elected Office (37 CFR 1.495): 

^ U.S. Basic Ntuional Fee. Q Indication of Small Entity Status. 

Copy of the international application. [x] Translation of the international ^plication into English. 

Oath or Declaration of inventors (s). q| Translation of Article 19 amendments into English. 

Copy of Article 19 amendments. Q Other: 

^ Priority Document. 

The International Preliminary Examination Report in English and its Annexes, if any. 
Q Translation of Annexes to the International Preliminary Examination Report into English. 

2. PI Applicant has requested early processing under 35 U.S.C. 371(0 but has not filed the following indicated items and/or 
the indicated items in paragraph 3 below. The Basic National Fee and the copy of the international application must be filed 
prior to 20 or 30 months from the priority date to avoid ab^donment. 

U.S. Basic National Fee. Copy of the international application. 

3. The following items MUST be furnished within the period set forth below in order to complete the requirements for 
acceptance under 35 U.S.C. 371: 

|— I a. Translation of the application into English. A processing fee will be requhed if submitted 
later than the appropriate 20 of 30 months from the priority date, 
p-] The current translation is defective for the reasons indicated on the attached Notice of Defective 
Translation. 

Q b. Processing fee for providing the translation of the application and/or the Annexes later than the 

^propriate 20 or 30 months from the priority date (37 CFR 1.492(0). 
|— ] c. Oath or declaration of the inventors, in compliance with 37 CFR 1 .497(a) and (b), properly identifying 

the application (preferably by the International application number and international filing date). A 

surcharge will be required if submitted later than the appropriate 20 or 30 months from the priority 

date. 

PI The current oath or declaration does not comply with 37 CFR 1 .497(a) and (b) for the reasons 
indicated on the attached PCT/DO/EO/917. 
p[ d. Surcharge for providing the oath or declaration later than the appropriate 20 or 30 months from the 
. priority date (37 CFR 1.492(e)). 

4. Additional claim fees of ^ ^ □ ^^^S® entity p| small entity, including any required multiple dependent 

claim fee, are required. Applicant must submit the additional claim fees or cancel the additional claims for which fees are 
due (37 CFR 1 .492(g)). See attached PTO-875. 

5. jjX] Applicant has not submitted the required sequence listing pursuant to 37 CFR 1.821-1.825. See attached 
PCT/DO/EO/920. 

ALL OF THE ITEMS SET FORTH IN 3(a)-3(d), 4 AND 5 ABOVE MUST BE SUBMITTED WFTHIN TWO (2) 
MONTHS FROM THE DATE OF THIS NOTICE OR BY 22 OR 32 MONTHS (where 37 CFR, 1.495 applies) FROM 
THE PRIORITY DATE FOR THE APPLICATION, WHICHEVER IS LATER, FAILURE TO PROPERLY 
RESPOND WILL RESULT IN ABANDONMENT, ' Vj^; 

The time period set above may be extended by filing a petition and fee for extension of time under the provisions of 37 CFR 
1.136(a). 

6. If box 3a or 3c is checked, a translation of the Annexes MUST be submitted no later than the time period set above of the 
Annexes will be cancelled. A processing fee will be required if submitted later than 20 or 30 months from the priority date. 

7. pi The Article 19 amendments are cancelled since a translation was not provided by the appropriate 20 (37 CFR 1.494(d)) 
or 30 (37 CFR .1 .495(d)) months from the priority date. 

Applicant is reminded that any communication to the United States Patent and Trademark Office must be mailed to the 
address given in the heading and include the U.S. application no. shown above. (37 CFR 1.5) 

A copy of this noHce MUST be returned with this response. 

Enclosed: p| PCT/EX)/EO/917 p] Notice of Defective Translation 

□ PTO-875 (x| PCT/DO/EO/920 



FORM PCT/DO/EO/905 (March 2001) 



Barbara A. Campbell 

Telephone: 703-305-3631 




United States Patent and Trademark Office 



Commissioner for Patents, Box PCT 
United States Patent and Trademark Office 
Washington, D.C. 20231 

WWW.USptD.SOV 



APPUCATION NO. 



RRST NAMED APPUCANT 



ATTY. DOCKET NO. 



09/856617 



FITZPATRICK CELLA HARPER & SCINTO 
30 ROCKEFELLER PLAZA 
NEW YORK. NY 10112 



ICHIMURA. 



766.52 



INTERNATIONAL APPLICATION NO. 



PCT/JP99/06487 



I. A. nUNO DATE 



I 



PRIORITY DATE 



19 NOV 99 



DATE MAILED: 



24 NOV 98 

07 SEP 2001 



NOTIFICATION TO COMPLY WITH REQUIREMENTS FOR PATENT AFPUCATIONS 
CONTAINING NUCLEOTIDE SEQUENCE AND/OR AMINO ACID SEQUENCE 

DISCLOSURES 



Applicant has submitted papers under 35 U.S.C. 371 to enter the national stage in the United States of 
America. The items indicated below, however, are missing. The period within which to correct the 
deficiency noted below and avoid abandonment is set forth in the accompanying Notification. 

The nucleotide and/or amino acid sequence disclosure contained in this application does not comply 
with the requirements for such a disclosure as set forth in 37 CFR 1.821-L825 for the following 
reason(s): 



The application fails to comply with the requirements of 37 CFR 1.821-1.825. 
I I This application does not contain, a "Sequence Listing" as a separate part of the 

disclosure on paper copy or compact disc, as required by 37 CFR 1.821(c). 
Q A copy of the "Sequence Listing" in computer readable format has not been submitted as 

required by 37 CFR 1 .821(e). 
[x] A copy of the "Sequence Listing" in computer readable form has been submitted. The 

content of the computer readable form, however, does not conply with the requirements of 

37 CFR 1.822 and/or L832, as indicated on the attached marked-up copy of the "Raw 

Sequence Listing, " 

Q The computer readable form that has been filed with this application has been found to be 
damaged and/or unreadable as indicated on the attached CRF Diskette Problem Report. A 
substitute computer readable form must be submitted as required by 37 CFR 1.825(d). 

Q The paper copy or compact disc of the "Sequence Listing" is not the same as the 
computer readable form of the "Sequence Listing" as required by 37 CFR 1.821(e). 
Other: 



APPLICANT MUST PROVIDE: 

[x] An initial or substitute computer readable form (CRF) of the "Sequence Listing, " 

Q An initial or substitute paper copy or compact disc of the "Sequence Listing," as well as an 

amendment directing its entry into the specification. 
1^1 A statement that the contents of the paper or compact disc and the comfMiter readable form 

are the same and, where applicable, include no new matter, as required by 37 CFR 

1.821(e), 1.821(f), 1.821(g), 1.825(b) or 1.825(d). 

FOR QUESTIONS REGARDING COMPUANCE WITH THESE REQUIREMENTS, PLEASE 
CALL: 

(703) 308-4216, for Rules interpretation, 
(703) 308-4212, for CRF submission help, 
(703) 287-0200, for PatentIn software help. 



FORM PCT/DO/EO/920 (March 2001) 



Barbara A. Campbell 

Telephone: 703-305-3631 




The Biotechnology Systems Branch of the Scientiflc and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 

Application Serial Number: o 



Source: 

Date Processed by STIC: 




THE ATTACHED PRINTOUT EXPLAINS DETECTED ERROEtS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 



FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216. 
PATENTIN Zl e-mail help: patinl 1 help@u spto.gov or phone 703-306-4119 (FL Wax) 
PATENTIN 3.0 e-mail help: patin3help@uspto.gov or phone 703-306-4119 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.0 PROGRAM , ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE, SEE BELOW: 



Checker Version 3.0 

The Checker Version 3.0 application is a state-of the-art Windows based software program 
employing a logical and intuitive user-interface to check whether a sequence listing is in 
compliance with format and content rules. Checker Version 3,0 works for sequence listings 
generated for the original version of 37 CFR §§L821 - 1.825 effective October 1, 1990 (old 
rules) and the revised version (new rules) effective July 1, 1998 as well as World Intellectual 
Property Organization (WIPO) Standard ST.25. - 
Checker Version 3.0 replaces the previous DOS-based version of Checker, and is Y2K- 
compliant. Checker allows public users to check sequence listings in Computer Readable form 
(CRF) before submitting them to the United States Patent and Trademark Office (USPTO). 
Use of Checker prior to filing the sequence listing is expected to result in fewer errored sequence 
listings, thus saving time and money. 



Checker Version 3.0 can be down loaded from the TJSPTO website at the following address: 



http://www.uspto.gov/web/offices/pac/checker 



Page 1 



RAW SEQUENCE LISTING 
PATENT APPLICATION: US/09/856,617 

Input Set : A:\766.52 Seq. Listing.txt 
Output Set: N:\CRF3\06122001\I856617.raw 

4 <ilO> APPLICANT: KYOWA HAKKO KOGYO CO., LTD., 
6 <120> TITLE OF INVENTION: NOVEL POLYPEPTIDE 
8 <130> FILE REFERENCE: 11169 

-> 10 <140> CURRENT APPLICATION NUMBER: US/09/856,617 

-> 11 <141> CURRENT FILING DATE: 2001-05-24 

13 <150> PRIOR APPLICATION NUMBER: HlO-332484 

14 <151> PRIOR FILING DATE: 1998-11-24 

16 <150> PRIOR APPLICATION NUMBER: Hll-248442 

17 <151> PRIOR FILING DATE: 1999-09-02 

19 <160> NUMBER OF SEQ ID NOS: 18 

20 <170> SOFTWARE: Patentin Ver. 2.0 



DATE: 06/12/2001 
TIME: 12:25:27 



Does Not Comply 
Corrected Diskette Needed 




IRORED SEQUENCES 



22 
23 
24 
25 
27 
28 
29 
31 

--> 32 

33 

--> 35 

36 
37 
38 



<210> SEQ ID NO: 1 
<211> LENGTH: 4173 
<212> TYPE: DNA 
<213> ORGANISM: Mouse 
<220> FEATURE: 
<221> NAME/KEY 
<222> LOCATION 
<40P> SEQUENCE 




CDS 

(107) . . (4021) 
1 



ggcctgggcg gcggcacatc ctaaggtagc ggctgcctga ggtgacagct gcccgtggat 



60 

tcgggccccg aaacaaaccg ^actqqcqqc ggcggcggta ^ 

115 r 



gccgcg atg atg gag 



Met Met Glu 
1 




--> 


40 


ate 


eag 


atg 


gac 


gag 




gga 


ggt 


gtg 


gtg 


gtg 


tac 


caa 


gac 


gac 


tac 




41 


163 






























Tyr 




42 


He 


Gin 


Met 


Asp 


Glu 


Gly 


Gly Gly 


Val 


Val 


Val 


Tyr 


Gin 


Asp 


Asp 




43 




5 










10 










15 








tee 


--> 


45 


tgc 


teg 


ggc 


teg 


gtc 


atg 


teg 


gag 


egt 


gtg 


teg 


ggc 


etg 


gcg 


gge 




46 


211 


























Ala 


Gly 


Ser 




47 


Cys 


Ser 


Gly 


Ser 


Val 


Met 


Ser 


Glu 


Arg 


Val 


Ser 


Gly 


Leu 




48 


20 








25 










30 










35 


--> 


50 


ate 


tac 


egc 


gag 


tte 


gag 


egc 


ete 


att 


cac 


tgc 


tat 


gac 


gag 


gag 


gtg 




51 


259 


























Glu 


Glu 


Val 




52 


He 


Tyr 


Arg 


Glu 


Phe 


Glu 


Arg 


Leu 


He 


His 


Cys 


Tyr 


Asp 




53 






40 










45 










50 




--> 


55 


gtc 


aag 


gag 


etc 


atg 


ceg 


etg 


gtg 


gtg 


aae 


gtg 


etg 


gag 


aae 


ctt 


gac 




56 


307 






























Asp 




57 


Val 


Lys 


Glu 


Leu 


Met 


Pro 


Leu 


Val 


Val 


Asn 


Val 


Leu 


Glu 


Asn 


Leu 




58 






55 










60 










65 




eta 


--> 


60 
61 


teg 

355 


gtg 


etg 


age 


gag 


aae 


cag 


gag 


eae 


gag 


gtg 


gag 


etg 


gag 


etc 



1 




ile://C:\CRF3\Outhold\VsrI8566 1 7.htm 



6/12/01 



RAW SEQUENCE LISTING DATE: 06/12/2001 

PATENT APPLICATION: US/09/856,617 TIME: 12:25:27 



Input Set : A:\766, 52 Seq. Listing.txt 
Output Set: N:\CRF3\06122001\I856617.raw 





62 


Ser 


val 


Leu 


Ser 


Glu Asn 


Gin 


Glu 


His 


Glu 


Val 


Glu 


Leu 


J.U 


Leu 


Leu 




63 






70 








75 










o u 








-> 


65 


cgc 


gag 


gac 


aac 


gag cag 


Ctg 


etc 


acg 


caa 


tac 




cgc 


cracT 


aaa 


cieq 




66 


403 
































67 


Arg 


Glu 


Asp 


Asn 


Glu Gin 


Leu 


Leu 


Thr 


Gin 


Tyr 


Glu 


Arg 


Vji J.U 


Lys 




68 


85 








90 










y D 








ttq 


-> 


70 


ctg 


cgc 


aaa 


cag 


gcc gag 


gag 


aaa 


4- -t- 


ate 


gaa 


ttt 


gaa 


gat 


gee 




71 


451 


























Ala 






72 


Leu 


Arg 


Lys 


Gin 


Ala Glu 


Glu 


Lys 


Phe 


He 


Glu 


Phe 




Asp 


■Leu 




73 


100 




105 










110 










lis 

JL X J 


-> 


75 


gaa 


caa 


gag 


aag 


aaa gaa 


etc 


cag 


ate 


cag 


gta 


gaa 


cat 


tat 


cracr 


ttt 




76 
77 


499 
Glu 


Gin 


Glu 


Lys 


Lys Glu 


Leu 


Gin 


lie 


Gin 


Val 


Glu 


His 


Tyr 


Pin 


IT iltr 




78 








120 








12 5 












att 


-> 


80 


cag 


aca 


cgc 


cag ctg gag 


eta 


aag 


gee 


aaa 


aac 


tat 


gca 


gat 


cag 




81 


547 


























Gin 


He 




82 


Gin 


Thr 


Arg 


Gin 


Leu Glu 


Leu 


Lys 


Ala 


Lys 


Asn 


TVT" 

J. yi. 


Ala 


Asp 




83 






135 








140 










145 






-> 


85 


tec 


cga 


ctg 


gag 


gaa cga 


gaa 


teg 


gag 


atg 


aag 


aag 


gaa 


tac 


aat 


gcc 




86 


595 




























Ala 




87 


Ser 


Arg 


Leu 


Glu 


Glu Arg 


Glu 


Ser 


Glu 


Met 


Lys 


Lys 


Glu 


Tyr 


Asn 




88 




150 








155 










160 








-> 


90 


ctg 


cac 


cag 


egg 


cac aca 


gag 


atg 


ate 


cag 


ace 


tat 


gtg 


gaa 


cac 


att 




91 


643 


























His 


He 




92 


Leu 


His 


Gin 


Arg 


His Thr 


Glu 


Met 


He 


Gin 


Thr 


Tyr 


Val 


Glu 




93 




165 








170 










175 










-> 


95 


gaa 


aga 


tec 


aag 


atg cag 


caa 


gtt 


ggg 


ggt age 


gge 


caa 


aca 


gaa 


age 




96 


691 


























Glu 






97 


Glu 


Arg 


Ser 


Lys 


Met Gin 


Gin 


Val 


Gly Gly 


Ser 


Gly 


Gin 


Thr 


Ser 



98 180 185 190 



-> 


100 


age 


ctg 


ccc 


ggg 


egg 


agg 


aag 


gag 


cgt 


ccc 


ace 


tet 


ctg 


aat 


gtc 


tte 




101 


739 




























Val 


Phe 




102 


Ser 


Leu 


Pro 


Gly 


Arg 


Arg 


Lys 


Glu 


Arg 


Pro 


Thr 


Ser 


Leu 


Asn 




103 










200 










205 










210 




-> 


105 


ccc 


ctg 


get 


gat 


gge 


atg 


tgt 


cca 


aac 


gat 


gag 


atg 


tet 


gag 


tea 


gge 




106 


787 






























Gly 




107 


Pro 


Leu 


Ala 


Asp 


Gly 


Met 


Cys 


Pro 


Asn 


Asp 


Glu 


Met 


Ser 


Glu 


Ser 




108 








215 










220 










225 






-> 


110 


cag 


tec 


tea 


gca 


get 


gca 


aca 


ccc 


agt 


ace 


aca 


ggt 


ace 


aag 


tec 


aac 




111 


835 






























Asn 




112 


Gin 


Ser 


Ser 


Ala 


Ala 


Ala 


Thr 


Pro 


Ser 


Thr 


Thr 


Gly 


Thr 


Lys 


Ser 




113 






230 










235 










240 








-> 


115 


aca 


ccc 


acg 


tec 


tec 


gtg 


ccc 


tea 


gca 


gca 


gtc 


acg 


cca 


etc 


aac 


gag 




116 


883 






























Glu 




117 


Thr 


Pro 


Thr 


Ser 


Ser 


Val 


Pro 


Ser 


Ala 


Ala 


Val 


Thr 


Pro 


Leu 


Asn 




118 




245 










250 










255 










-> 


120 


age 


eta 


cag 


ccc 


ctg 


ggg 


gac 


tat 


gtc 


agt 


gtc 


aca 


aag 


aac 


aac 


aag 




121 


931 






























Lys 




122 


Ser 


Leu 


Gin 


Pro 


Leu 


Gly 


Asp 


Tyr 


Val 


Ser 


val 


Thr 


Lys 


Asn 


Asn 
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X ^ J 


260 








265 










270 










275 


-> 


125 

± Z U 


cag gcc 


ega 


gag 


aag 


cgc 


aat 


age 


. cgt 


aac 


atg 


gag 


gtc 


cag 


gtc 


acc 




19 7 
J. z / 


nl n Ala 


A 

rg 


Glu 


ijy s 


A 


Asn 


OCX 


Arg 


As n 


Met 


Glu 


Val 


Gin 


Val 


Thr 




128 








280 










285 










290 




-> 


130 

J. O J. 


caa gag 

1 n 97 

X u z / 


atg 


egg 


aac 


gtc 


agt 


ate 


ggc 


atg 


ggc 


age 


agt 


gae 


gag 


tgg 




1 "^9 

X J z 


m n m 11 

X 11 VT X U. 


1*1 1; 


Airg 


Asn 


Val 


Ser 


T 1 

X X C 


Gly 


Met 


G1 V 
uxy 


Ser 


Ser 


Asp 


Glu 


X xp 




U. O O 






9Q s 

Z ^ J 










inn 

J V u 










305 






-> 


135 

± J 0 


tec gat 

1 n 7 s 


gtt 


cag 


gae 


att 


ate 


gae 


tec 


ace 


cea 


gag 


etg 


gat 


gtg 


tgt 




1 "^7 


OCX M,OjJ 


V d X 


V7X11 


Asp 


T1 

X X t; 


Tip 
X xc 


Asp 


OCX 


X IIX 


tr 1.KJ 


V3XU. 


Leu 


Asp 


Val 


Cys 




1 ft 
X o o 




11 0 










11 S 

O X J 










320 








-> 


140 

141 
j.*± J. 


cct gaa 

119"^ 
X X z o 


ace 


cgt 


Ctg 


gag 


cgc 


aca 


gga 


age 


age 


cea 


acc 


cag 


gga 


att 




14 9 

X*i-Z 


It X vJ VjX U. 


Thr 


Arg 


Leu 


Glu 


Arg 


Thr 


\j J- y 


Ser 


Ser 


Pro 


Thr 


Gin 


Gly 


lie 




1 4 

X *i J 


9 S 

J Z J 










J J u 










335 










-> 


145 


gta aac 

117 1 
X J. / X 


aaa 


get 


ttt 


gga 


ate 


aac 


act 


gae 


tee 


ttg 


tat 


cac 


gaa 


etc 




14 7 


1 Son 
VctX noli 


Lys 


Ala 


IT Il*r 


kixy 


T 1 

X Xc 


Asn 


i IIX 


Asp 


otrx 


Leu 


xyx 


His 


Glu 


Leu 




1 4 ft 
X** O 


■^4 0 
■J *i U 








4 

J *4 J 










ISO 

J J V 










355 


-> 


150 

1 1 

XD ± 


tec aeg 

1 0 1 Q 
Xz X^7 


gcg 


gga 


tet 


gag 


gtc 


ate 


ggg 


gat 


gtg 


gae 


gag 


gga 


get 


gat 




1 S9 
X z 


Octx 1 iix 


Ala 


Gly 


O O T~ 

OCX 


m n 

VJ X u 


VPi 1 
V d X 


T1 (=> 
X xc 


vjxy 


A c 


Val 




Glu 


Gly 


Ala 


Asp 




1 SI 

X ^ J 








360 










365 










370 




-> 


155 

X ^ o 


etc eta 

1 9 fi7 
X z o / 


ggg 


gag 


ttt 


tea 


gtg 


cgc 


gat 


gat 


ttt 


ttt 


gga 


atg 


ggc 


aaa 




1 S7 

X J / 




Gly Glu 


Ir llfci 


Q o T~ 


1 

V dx 


Arg 




Aon 


IT lie 


Phe 


Gly 


Met 


Gly 


Lys 




158 






375 










380 










385 






-> 


160 

1 fil 

XU X 


gaa gtg 

1315 


ggg 


aac 


Ctg 


ctg 


ctg 


gag 


aac 


tea 


cag 


ett 


eta 


gag 


aca 


aaa 




162 


r;i n 1 

V3 X U V u. X 


Gly Asn 


Leu 


Leu 


Leu 


Glu 


Asn 


Ser 


Gin 


Leu 


Leu 


Glu 


Thr 


Lys 




163 




390 










395 










400 








-> 


165 

XU u 


aat get 

X J D O 


tta 


aat 


gta 


gtg 


aag 


aat 


gae 


etc 


att 


get 


aag 


gtt 


gae 


caa 




1 fi7 
xv / 


rloll nXd 


Leu 


Asn 


Val 


Val 


Lys 


Asn 


Asp 


Leu 


lie 


Ala 


Lys 


Val 


Asp 


Gin 




lu o 


A n R 
4 U D 










4 1 n 

4 XU 










4 X J 










-> 


170 

171 


etg tea 
1411 


gga 


gaa 


cag 


gag 


gtc 


ctg 


aag 


ggt 


gag 


ctg 


gaa 


gca 


gee 


aag 




172 


Leu Ser 


Gly Glu 


Gin 


Glu 


Val 


Leu 


Lys 


Gly 


Glu 


Leu 


Glu 


Ala 


Ala 


Lys 




173 


420 








425 










430 










435 


-> 


175 

176 


caa geg 

1459 


aaa 


gtc 


aag 


ctg 


gag 


aac 


ega 


ate 


aaa 


gag 


ett 


gaa 


gaa 


gaa 




177 


Gin Ala 


Lys 


Val 


Lys 


Leu 


Glu 


Asn 


Arg 


lie 


Lys 


Glu 


Leu 


Glu 


Glu 


Glu 




178 








440 










445 










450 




-> 


180 

181 


ctg aag 

1507 


aga 


gtc 


aag 


tea 


gag 


gca 


gta 


act 


gcc 


cgc 


cgt 


gag 


ecc 


aga 




182 


Leu Lys 


Arg 


Val 


Lys 


Ser 


Glu 


Ala 


Val 


Thr 


Ala 


Arg 


Arg 


Glu 


Pro 


Arg 




183 






455 










460 










465 
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Output ; 
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V 


1 Q 


ga.ci gag 


gtg 


gag 


gat 


— 4- — 

gta 


age 


age 


tat 


etc 


tgt 


aca 


gaa 


ttg 


gac 


aaa 




1 fifi 
XOD 


1 c: q 
X J J J 
































J. O / 


o J. u v3 xu 


Val 


Glu 


Asp 


V Ct J. 


Ser 


Ser 


Tyr 


Leu 


Cys 


Thr 


Glu 


Leu 








1 flft 
J.O 0 




470 










475 










480 








• — ^ 


ion 


ate ccc 


atg gee 


cag 


cgc 


ega 


cgc 


ttc 


aca 


egg 


gtg 


gag 


atg 


gcc 


ega 




J. 


XO U J 






































Ala 


Gin 


Arg 


Arg 


Arg 


Phe 


Thr 


Arg 


Val 


Glu 


Met 


C\JLCi 


Arg 




X y J 


i1 P R 
4 O D 










490 










495 












1 Q 
X^D 


gtg etc 


atg 


gaa 


cgc 


aac 


cag 


tac 


aag 


gaa 


cgc 


etc 


atg 


gag 


ctg 


cag 




xy 0 


1 1 

XD DX 
































1 Q7 


V;^ 1 Toil 


Mer. 


Glu 


Arg 


As n 


Gin 


Tyr 


Lys 


Glu 


Arg 


Leu 


Met 


Glu 


Leu 


n n 




1 OP 

xy o 


*^ n n 








DUD 










510 










D XD 


■ - 7 


T fin 


gag get 


gtg 


agg tgg 


act 


gaa 


atg 


ate 


aga 


gca 


tea 


agg 


gaa 


cac 


eca 




Z ux 


1 ^ QQ 

xo y y 


































viXU rtXa. 


vax 


Arg 


Trp 


Tnr 


Glu 


Met 


He 


Arg 


Ala 


Ser 


Arg 


Glu 


Hie 
n X o 


Pro 




on "3 
Z\J J 








520 










525 










^ 1 0 
D J U 




■ - > 


ZiJD 


tct gtc 


cag 


gag 


aag 


aag 


aag 


tec 


ace 


ate 


tgg 


cag 


ttc 


ttt 


agt 


egc 




Z U D 


X / 4 / 
































907 
Z u / 


JUL VaX 


bxn 


Glu 


Lys 


Lys 


Lys 


Ser 


Thr 


He 


Trp 


Gin 


Phe 


Phe 


Ser 


Arg 




9 0 Q 






535 










540 










545 






• — ^ 


^XU 


etc ttc 


age 


tec 


tea 


tct 


age 


ccc 


cct 


ccg 


gcc 


aaa 


ega 


tec 


tiac 


eca 




911 
Z XX 


1 7Q^ 

X / y D 
































212 


Leu Phe 


Ser 


Ser 


Ser 


Ser 


Ser 


Pro 


Pro 


Pro 


Ala 


Lys 


Arg 


Ser 


Tyr 


Pro 




213 




J J u 










555 










560 










215 


tct gtg 


aac 


att 


cac 


uac 


aag 


tea 


ccc 


act 


gca 


get 


ggc 


ttt 


age 


cag 




216 


1843 
































217 


Ser Val 


Asn 


He 


His 


Tyr 


Lys 


Ser 


Pro 


Thr 


Ala 


Ala 


Gly 


Phe 


Q /-i T- 


Vj Xll 




218 


565 










570 










575 












220 


cgt cgc 


age 


cat 


get 


ttg 


tgc 


cag 


ate 


tea 


gcc 


ggc 


age 


agg 


ccc 


ctg 




221 


1891 
































222 


Arg Arg 


Ser 


His 


Ala 


T oil 


Cys 


Gin 


He 


Ser 


Ala 


Gly 


Ser 


Arg 




Leu 




223 


580 . 


















590 










Q ^ 




225 gag ttc 


ttc 


cct 


gat 




gac 


tgc 


ace 


tct 


tct 


gee 


egg 


egg 


gag 


cag 




226 


1939 
































227 


Glu Phe 


Phe 


Pro Asp 


Asp 


Asp 


Cys 


Thr 


Ser 


Ser 


Ala 


Arg 


Arg 




n^ n 




228 








600 










605 










DXU 






230 


aag egg 


gag 


cag 


tac 


cgc 


cag 


gtt 


cgt 


gaa 


cac 


gtg 


cgc 


aat 


gai. 


gac 




231 


1987 
































232 


Lys Arg 


Glu 


Gin 


Tyr 


Arg 


Gin 


Val 


Arg 


Glu 


His 


Val 


Arg 


Asn 


Asp 


Asp 




233 






615 










620 










625 






-> 


235 


ggg agg 


ctg 


cag 


gcc 


tgt 


ggg 


tgg 


age 


ctg 


cct 


gcc 


aag 


tac 


aag 


cag 




236 


2035 
































237 Gly Arg 


Leu 


Gin 


Ala 


Cys 


Gly 


Trp 


Ser 


Leu 


Pro 


Ala 


Lys 


Tyr 


Lys 


Gin 




238 




630 










635 










640 








-> 


240 


ctg age 


ccc 


aat 


gga 


gge 


cag 


gaa 


gac 


ace 


egg 


atg 


aaa 


aat 


gtg 


cct 




241 


2083 
































242 


Leu Ser 


Pro 


Asn Gly 


Gly 


Gin 


Glu 


Asp 


Thr 


Arg 


Met 


Lys 


Asn 


Val 


Pro 




243 


645 










650 










655 










-> 


245 


gtc cct 


gtg 


tac 


tgt 


cgc 


cct 


ctg 


gtg 


gag 


aag 


gac 


cct 


teg 


aca 


aag 




























Please review t 





Sequence Listing to ensure that a corresponding explanation is presented in tfie <220> to 
<223> fields of each sequence which presents at least one n or Xaa. 
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United States Ratcihr -and Trj»[t^^ 



U.S. APPLICATION NUMBER NO. 



FIRST NAMED APPLICANT 



ATTY. DOCKET NO. 



09/856,617 



05514 

FITZPATRICK CELLA HARPER & SCINTO 
30 ROCKEFELLER PLAZA 
NEW YORK, NY 10112 



Michio Ichimura 



766.52 



I.A. FILING DATE 



PCT/JP99/06487 

I PRIORITY DATE | 



INTERNATIONAL APPLICATION NO. 



11/19/1999 



11/24/1998 



CONFIRMATION NO. 3220 
371 FORMALITIES LETTER 

liililiiiOiiiiiiiiiiil 



•OC000000008386527* 



Date Mailed: 07/02/2002 



NOTIFICATION OF DEFECTIVE RESPONSE 

The following items have been subnnitted by the applicant or the IB to the United States Patent and Trademark 
Office as an Elected Office (37 CFR 1 .495): 



FILE NO. 

ATTORNEY, 
DUEDATe_ 
DOCKfeTED. 



3 



• U.S. Basic National Fee 

• Priority Document 

• Assignee Statement 

• Biochemical Sequence Diskette 

• Biochemical Sequence Listing 

• Copy of IPE Report 

• Copy of references cited in ISR 

• Copy of the International Application 

• Copy of the International Search Report 

• Oath or Declaration 

• Preliminary Amendments 

• Request for Immediate Examination 

The following items MUST be furnished within the period set forth below in order to complete the requirements for 
acceptance under 35 U.S.C. 371: 

Applicant is required to complete the response within a time limit of ONE MONTH from the date of this 
Notification or within the time remaining in the response set forth in the Notification of Missing 
Requirements, whichever is the longer. No extension of this time limit may be granted under 37 CFR 
1.136, but the period for response set in the Notification of Missing Requirements may be extended under 
37 CFR 1.136(a). 

Additionally the following defects have been observed: 

The following items MUST be furnished within the period set forth below: 



• The nucleotide and/or amino acid sequence disclosure contained in this application does not comply with the 
requirements for such a disclosure as set forth in 37 CFR 1.821-1.825 for the following reason(s): 
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■ See attached RSL Error Report. 

■ APPLICANT MUST PROVIDE: 

■ An initial or substitute paper copy or compact disc of the "Sequence Listing." as well as an 
amendment directing its entry into the specification. 

■ A statement that the contents of the paper or compact disc and the computer readable fornn are the 
same and, where applicable, include no new matter, as required by 37 CFR 1.821(e). 1.821(f), 
1.821(g), 1.825(b) or 1.825(d). 



• For questions regarding compliance to 37 CFR 1 .821-1 .825 requirements, please contact: 

■ For Rules Interpretation, call (703) 308-4216 

■ To Purchase Patentin Software, call (703) 306-2600 

■ For Patentin Software Program Help, call (703) 306-41 19 or e-mail at patin21help@uspto.gov or 
patin3help@uspto.gov 



• Additional claim fees of $90 as a non-small entity, including any required multiple dependent claim fee. are 
required. Applicant must submit the additional claim fees or cancel the additional claims for which fees are 
due. 

SUMMARY OF FEES DUE: 

Total additional fees required for this application is $90 for a Large Entity: 

• Total additional claim fee(s) for this application is $90 

■ $90 for 33 total claims over 20. 

Applicant is reminded that any communications to the United States Patent and Trademark Office must be mailed 
to the address given in the heading and include the U.S. application no. shown above (37 CFR 1.5) 



A copy of this notice MUST be returned witli the response. 



BARBARA A CAMPBELL 



Telephone: (703) 305-3631 



PART 1 - ATTORNEY/APPLICANT COPY 



U.S. APPLICATION NUMBER NO. 



INTERNATIONAL APPLICATION NO. 



ATTY. DOCKET NO. 



09/856,617 



PCT/JP99/06487 



766.52 



FORM PCT/DO/EO/916 (371 Formalities Notice) 
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BIOTECHNOLOGY 
SYSTEMS 
BRANCH 



RAW SEOUENCE LISTING 
ERROR REPORT 



The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 




Application Serial Number: 

Date Processed by STIC: _ (rtJ/X/^^l 



THE ATTACHED PRINTOUT EXPLAINS DETEOTD ERRORS 

rS^nXTco^v^oTT^^^^^^ 

FOr''cS?JSk?IOn''qUESTIONS. PLEASECONTACTMARKSPENCER. 703-308-4212. 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WA^^ 703-308-4216. 
PATENTIN 2.1 e-mail help: p«tin?.lhelp(2),»spto.gov or P»»<>"!,^f "JJ^.-^ J^^^^^^f 
PATENTIN 3.0 c-mail hdp: p.tin.^heln(g).usnto.gov or phone 703-306-4119 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE ™ CHECKER 
WRf^TON 3 0 PROGRAM . ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW: 



Checker Version 3.0 

The Checker Version 3.0 application is a state-of the-art Windows based software program 
employing a logical and intuitive user-interface to check whether a sequence listing is in 
compliance with format and content rules. Checker Version 3.0 works for sequence listings 
generated for the original version of 37 CFR §§1.821 - 1.825 effective October 1 1990 (old 
mles) and the revised version (new rules) effective July 1, 1998 as well as World Intellectual 
Property OrganizaUon (WIPO) Standard ST.25. , ^ • voir 

Checker Version 3.0 replaces the previous DOS-based version of Checker, and is Y2K- 
compliant. Checker allows public users to check sequence listings in Computer Readable form 
(CRF) before submitting them to the United States Patent and Tradenaark Office (USPTO). 
Use of Checker prior to filing the sequence listing is expected to result in fewer errored sequence 
listings, thus saving time and money. 

rhPrker Version ^ n r.n he down lo.H.d from the US PT O website at the following address : 

http://www.uspto.gov/web/offices/pac/checker 
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4 


<110> 




6 


<120> 




8 


<130> 


c--> 


10 


<140> 


c--> 


11 


<141> 




13 


<150> 




14 


<151> 




16 


<150> 




17 


<151> 




19 


<160> 




20 


<17.0> 



RAW SEQUENCE LISTING 
PATENT APPLICATION: US/09/856,617 

Input Set : A:\766.52 Seq. Listing, txt 
Output Set; N:\CRF3\06122001\I856617.raw 

APPLICANT: KYOWA HAKKO KOGYO CO., LTD., 
TITLE OF INVENTION: NOVEL POLYPEPTIDE 
FILE REFERENCE: 11169 

CURRENT APPLICATION NUMBER: US/09/856,617 

CURRENT FILING DATE: 2001-05-24 

PRIOR APPLICATION NUMBER: HlO-332484 

PRIOR FILING DATE: 1998-11-24 

PRIOR APPLICATION NUMBER: Hll-248442 

PRIOR FILING- DATE: 1999-09-02 

NUMBER OF SEQ ID NOS: 18 

SOFTWARE: Patentin Ver. 2.0 



DATE: 06/12/2001 
TIME: 12:25:27 



Does Not Comply 
Corrected Diskette Needed 




ERRORED SEQUENCES 



" 22 
23 
24 
25 
27 
28 
29 
31 

E--> 32 

33 

E--> 35 

36 
37 
38 



<210> SEQ ID NO: 1 
<211> LENGTH: 4173 
<212> TYPE: DNA 
<213> ORGANISM: Mouse, 
<220> FEATURE: 
<221> NAME/KEY 
<222> LOCATION 
<400> SEQUENCE 



CDS 

(107) . . (4021) 
1 



ggcctgggcg gcggcacatc ctaaggtagc ggctgcctga ggtgacagct gcccgtggat 



60 



tcgggccccg qaacqagccg cgctggcggc ggcggcggta gccgcg atg atg gag 
115 ^ — ~ 



Met Met Glu 
1 




E--> 


40 

41 


ate 
163 


cag 


atg 


gac 


gag 


gga 


gga 


ggt 


gtg 


gtg 


gtg 


tac 


eaa 


gae 


gac 


tac 




42 


lie 


Gin 


Met 


Asp 


Glu 


Gly 


Gly 


Gly 


Val 


Val 


Val 


Tyr 


Gin 


Asp 


Asp 


Tyr 




43 




5 










10 










15 










E--> 


45 

46 


tgc 
211 


teg 


ggc 


teg 


gtc 


atg 


teg 


gag 


egt 


gtg 


teg 


ggc 


etg 


gcg 


ggc 


tec 




47 


Cys 


Ser 


Giy 


Ser 


Val 


Met 


Ser 


Glu 


Arg 


Val 


Ser 


Gly 


Leu 


Ala 


Gly 


Ser 




48 


20 










25 










30 










35 


E--> 


50 

51 


ate 

259 


tae 


cge 


gag 


ttc 


gag 


cge 


etc 


att 


cac 


tgc 


tat 


gac 


gag 


gag 


gtg 




52 


He 


Tyr 


Arg 


Glu 


Phe 


Gl-u 


Arg 


Leu 


He 


His 


Cys 


Tyr 


Asp 


Glu 


Glu 


Val 




53 










40 










45 










50 




E--> 


55 
56 


gtc 
307 


aag 


gag 


ete 


atg 


eeg 


etg 


gtg 


gtg 


aae 


gtg 


ctg 


gag 


aae 


ctt 


gac 




57 


Val 


Lys 


Glu 


Leu 


Met 


Pro 


Leu 


Val 


Val 


Asn 


Val 


Leu 


Glu 


Asn 


Leu 


Asp 




58 






55 










60 










65 






E--> 


60 


teg 


gtg 


ctg 


age 


gag 


aae 


cag 


gag 


ccie 


•gag 


gtg 


gag 


etg 


gag 


etc 


eta 



1 




61 355 



://C:\CRF3\Outhold\VsrI8566 1 7.htm 



6/12/01 



Page 2 , 
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62 Ser Val Leu Ser Glu Asn Gin Glu His Glu Val Glu Leu Glu Leu Leu 

63 70 75 80 

E--> 65 cgc gag gac aac gag cag ctg etc acg caa tac gag cgc gag aag gcg 

66 403 

67 Arg Glu Asp Asn Glu Gin Leu Leu Thr Gin Tyr Glu Arg Glu Lys Ala 

68 85 90 95 

E--> 70 ctg cgc aaa cag gcc gag gag aaa ttc ate gaa ttt gaa gat gcc ttg 

71 451 

72 Leu Arg Lys Gin Ala Glu Glu Lys Phe He Glu Phe Glu Asp Ala Leu 

73 100 105 110 115 
E--> 75 ,gaa caa gag aag /aaa; ^aa etc cag at^ cag gta gaa cat. tat gag t^t 

76 49-9 ' 

77 Glu Gin Glu Lys Lys Glu Leu Gin He Gin Val Glu His Tyr Glu Phe 

78 120 125 130 
E--> 80 cag aca cgc cag ctg gag eta aag gcc aaa aac tat gca gat cag att 

81 547 

82 Gin Thr Arg Gin Leu Glu Leu Lys Ala Lys Asn Tyr Ala Asp Gin He 
- 83 135 140 145 

E--> 8 5 tec cga ctg gag gaa ega gaa teg gag atg aag aag gaa tac aat gee 

86 595 

87 Ser Arg Leu Glu Glu Arg Glu Ser Glu Met Lys Lys Glu Tyr Asn Ala 

88 150 ' 155 160 
E--> 90 Ctg cac cag egg cac aca gag atg ate cag ace tat gtg gaa cac att 

91 643 

92 Leu His Gin Arg His Thr Glu Met He Gin Thr Tyr Val Glu His He 

93 165 170 175 
E--> 9 5 gaa aga tec aag atg cag caa gtt ggg ggt age ggc caa aca gaa age 

96 691 

97 Glu Arg Ser Lys Met Gin Gin Val Gly Gly Ser Gly Gin Thr Glu Ser 

98 180 185 190 195 
E--> 100 age ctg cec ggg egg agg aag gag cgt cec ace tct ctg aat gtc ttc 

101 739 

102 Ser Leu Pro Gly Arg Arg Lys Glu Arg Pro Thr Ser Leu Asn Val Phe 

103 , 200 205 210 
E-- > 105 cec- ctg. get gat ggc:;^tg tgt cca aac gat gag atg tct gag tea ggc 

106 787 

107 Pro Leu Ala Asp Gly Met Cys Pro Asn Asp Glu Met Ser Glu Ser Gly 

108 215 220 225 
E--> 110 cag tec tea gca get gca aca cec agt ace aca ggt ace aag tec aac 

111 835 

112 Gin Ser Ser Ala Ala Ala Thr Pro Ser Thr Thr Gly Thr Lys Ser Asn 

113 230 235 240 
E--> 115 aca cec acg tee tec gtg cec tea gca gca gtc acg cea etc aac gag 

116 883 

117 Thr Pro Thr Ser Ser Val Pro Ser Ala Ala Val Thr Pro Leii Asn Glu 

118 245 250 255 
E--> 120 age eta cag cec ctg ggg gac tat gtc agt gtc aca aag aac aac aag 

121 931 

122 Ser Leu Glh Pro Leu Gly: Asp Tyr Val Ser Val Thr Lys Asn Asn Lys 
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123 


260 








265 










270 










275 


E--> 


125 
126 


cag gcc 
979 


cga 


gag 


aag 


cgc 


aat 


age 


cgt 


aac 


atg 


gag 


gte 


cag 


gte 


acc 




127 


Gin Ala 


Arg Glu 


Lys 


Arg 


Asn 


Ser 


Arg 


Asn 


Met 


Glu 


Val 


Gin 


Val 


Thr 




128 








280 










285 










290 




E--> 


130 


caa gag 


atg 


egg 


aac 


gte 


agt 


ate 


gge 


atg gge age 


agt 


gac 


gag 


tgg 




131 


1027 
































132 


Gin Glu 


Met 


Arg 


Asn 


Val 


Ser 


He 


Gly Met Gly 


Ser 


Ser 


Asp 


Glu 


Trp 




133 






295 










300 










305 






E--> 


135 

136 


tec gat 

1075 


gtt 


cag 


gac 


att 


ate 


gac 


tec 


ace 


cea 


gag 


ctg 


gat 


gtg 


tgt 




137 


Ser Asp 


Val 


Gin 


Asp 


He 


He 


Asp 


Ser 


Thr 


Pro 


Glu 


Leu 


Asp 


Val 


Cys 




138 




310 










315 










320 








E--> 


140 


ect gaa 


ace 


cgt 


ctg gag 


cgc 


aca 


gga 


age 


age 


cea 


acc 


cag 


gga 


att 




141 


1123 
































142 


Pro Glu 


Thr 


Arg 


Leu 


Glu 


Arg 


Thr 


Gly 


Ser 


Ser 


Pro 


Thr 


Gin 


Gly 


He 




143 


325 










330 










335 










E--> 


145 

146 


gta aac 
1171 


aaa 


get 


ttt 


gga 


ate 


aac 


act 


gac 


tec 


ttg 


tat 


cac 


gaa 


etc 




147 


Val Asn 


Lys 


Ala 


Phe Gly 


He 


Asn 


Thr 


Asp 


Ser 


Leu 


Tyr 


His 


Glu 


Leu 




148 


340 








345 










350 










355 


E--> 


150 


tee aeg 


gcg gga 


tet 


gag 


gte 


ate 


ggg 


gat 


gtg 


gac 


gag 


gga 


get 


gat 




151 


1219 
































152 


Ser Thr 


Ala 


Gly 


Ser 


Glu 


Val 


He 


Gly 


Asp 


Val 


Asp 


Glu 


Gly 


Ala 


Asp 




153 








360 










365 










370 




E--> 


155 

156 


etc eta 
1267 


ggg 


gag 


ttt 


tea 


gtg 


cgc 


gat 


gat 


ttt 


ttt 


gga 


atg 


gge 


aaa 




157 


Leu Leu 


Gly Glu 


Phe 


Ser 


Val 


Arg 


Asp 


Asp 


Phe 


Phe Gly 


Met 


Gly 


Lys 




158 






375 










380 










385 






E--> 


160 

161 


gaa gtg 
1315 


ggg 


aac 


ctg 


ctg 


ctg 


gag 


aac 


tea 


cag 


ett 


eta 


gag 


aca 


aaa 




162 


Glu Val 


Gly Asn 


Leu 


Leu 


Leu 


Glu 


Asn 


Ser 


Gin 


Leu 


Leu 


Glu 


Thr 


Lys 




163 




390 










395 










400 








E--> 


165 

166 


aat get 

1363 


tta 


aat 


gta 


gtg 


aag 


aat 


gac 


etc 


att 


get 


aag 


gtt 


gac 


caa 




167 


Asn Ala 


Leu 


Asn 


Val 


Val 


Lys 


Asn 


Asp 


Leu 


He 


Ala 


Lys 


Val 


Asp 


Gin 




168 


405 










410 










415 










E--> 


170 
171 


ctg tea 
1411 


gga 


gaa 


cag 


gag 


gte 


ctg 


aag 


ggt 


gag 


ctg 


gaa 


gea 


gcc 


aag 




172 


Leu Ser 


Gly Glu 


Gin 


Glu 


Val 


Leu 


Lys 


Gly Glu 


Leu 


Glu 


Ala 


Ala 


Lys 




173 


420 








425 










430 










435 


E--> 


175 


caa gcg 


aaa 


gte 


aag ctg 


gag 


aac 


cga 


ate 


aaa 


gag 


ett 


gaa 


gaa 


gaa 




176 


1459 
































177 


Gin Ala 


Lys 


Val 


Lys 


Leu 


Glu 


Asn 


Arg 


lie 


Lys 


Glu 


Leu 


Glu 


Glu 


Glu 




178 








440 










445 










450 




E--> 


180 


ctg aag 


aga 


gte 


aag 


tea 


gag 


gea. 


gta act gee 


cgc 


cgt 


gag 


cec 


aga 




181 


1507 
































182 


Leu Lys Arg 


Val 


Lys 


Ser 


Glu 


Ala Val 


Thr 


Ala 


Arg 


Arg 


Glu 


Pro 


Arg 




183 






455 










4 60 










4 65- 
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E- 


-> 


185 
186 


gaa. gag 
1555 


gtg 


gag 


gat 


gta 


age 


age 


tat 


etc 


tgt 


aca 


gaa 


ttg 


gae 


aaa 






187 


Glu Glu 


Val 


Glu 


Asp 


Val 


Ser 


Ser 


Tyr 


Leu 


Cys 


1 nr 


oXU 


Leu 


Asp 


T \r c 

x<y O 






188 




Jl "7 ft 

4 70 










A 1 

4 / D 










*4 0 u 








E- 


-> 


190 
191 


ate ecc 

1 ^ ft o 

1603 


atg 


gee 


cag 


cgc 


cga 


cgc 


ttc 


aca 


egg 


gtg 


gag 


atg 


gee 


cga 






192 


lie Pro 


Met 


Ala 


Gin 


Arg 


Arg 


Arg 


fne 


1 nr 


Arg 


VaX 


V3 xu 




A 1 A 
Mid 


fix y 






1 ft o 

193 


485 










A OA 

4 yu 










j1 Q S 

4 y J 










E- 


-> 


195 

1 ft c 
196 


gtg etc 
IddI 


atg 


gaa 


cgc 


aac 


cag 


tae 


aag 


gaa 


cgc 


etc 


atg 


gag 


ctg 


cag 






197 


Val Leu 


Met 


Glu 


Arg 


Asn 


Gin 


Tyr 


Lys 


\jriU 


Arg 


Leu 


Me u 


oXU 


Leu 


Pin 






T ft O 

198 


C ft ft 

500 


















jXU 










SIS 


E- 


-> 


200 

201 


gag get 

1 ^ ft ft 
1699 


gtg 


agg 


tgg 


act 


gaa 


atg 


ate 


aga 


gea 


tea 


agg 


gaa 


cac 


cea 






o ft 
202 


Glu Ala 


Val 


Arg 


Trp 


Thr 


OiU 


Meu 


lie 


Arg 


AXa 


Ser 


Arg 


u XU 


Hie 
rl Xo 


trLKJ 






OAT 








^ o n 










DZD 










Sin 

J J u 




E- 


-> 


205 

n ft /r 


tct gtc 

1 / 4 / 


cag 


gag 


aag 


aag 


aag 


tee 


ace 


ate 


tgg 


cag 


ttc 


ttt 


agt 


cgc 






ft T 

zU / 


Ser Val 


Gin 


Glu 


Lys 


Lys 


Lys 


Ser 


Tnr 


i ie 


Trp 


n 1 ft 
v» xn 


r nc 


ir Ilti 


Q O T* 
OCX 


Arg 






1 n Q 






J J D 




















J H J 






E- 


-> 


210 

oil 


etc ttc 


age 


tec 


tea 


tct 


age 


ecc 


cct 


ccg 


gee 


aaa 


cga 


tec 


tae 


cea 






21i 


Leu Phe 


Ser 


Ser 


Ser 


Ser 


ber 


Pro 


Pro 


Pro 


AXa 


Lys 


Arg 


Od 


i yr 








Z 1 J 




D DU 










s s s 










J O w 








E- 


-> 


215 

zXo 


tct gtg 


aac 


att 


cac 


tac 


aag 


tea 


cce 


act 


gea 


get 


ggc 


ttt 


age 


cag 






Z J. / 


oer vaj. 


As n 






lyr 


Lys 


C o T~ 


tr J. Kj 


Thr* 
1 111- 


Al ;i 

cxJLCL 


Ala 


Gly 


Phe 


Ser 


Gin 






Z X o 


Z) 0 D 




















575 










E- 


-> 


220 
zz 1 


cgt cgc 

1 Q Q 1 


age 


cat 


get 


ttg 


tgc 


cag 


ate 


tea 


gee 


ggc 


age 


agg 


ecc 


ctg 






z z z 


Arg Arg 


Ser 


nlS 


a 1 ^ 
Axa 


Leu 




\j XII 


X Xc 


C O Y~ 

o t; J- 


Ala 


m V 

\j xy 


OCX 


A T~rr 


Pro 


Leu 






z z J 


p n 








DOD 










J -7 V 










595 


E- 


-> 


225 
zzb 


gag ttc 


ttc 


cct 


gat 


gat 


gae 


tgc 


ace 


tct 


tct 


gee 


egg 


egg 


gag 


cag 






0 0*7 

ZZ i 


bxu Ffie 


pne 


Pro 


ASp 


.Asp 


A c* 

AS ; J 


Cys 




OC^X 


Gar 


AXd 


Arg 


Arg 




(1 1 n 

\J X 11 






zzo 








duu 










fins 
















- > 


^ J u 

231 


CLCL^ V^^^ 

1987 


y «*9, 


cag 


tac 


cgc 


cag 


ott 


egt 


gaa 


cac 




cgc 


aat 


gat 


gae 






232 


Lys Arg 


Glu 


Gin 


Tyr 


Arg 


Gin 


Val 


Arg 


Glu 


His 


Val 


Arg 


Asn 


Asp 


Asp 






233 






615 










620 










625 






E- 


-> 


235 

236 


ggg agg 

2035 


ctg 


cag 


gee 


tgt 


ggg 


tgg 


age 


ctg 


cct 


gee 


aag 


tae 


aag 


cag 






237 


Gly Arg 


Leu 


Gin 


Ala 


Cys 


Gly 


Trp 


Ser 


Leu 


Pro 


Ala 


Lys 


Tyr 


Lys 


Gin 






238 




630 










635 










640 








E" 


-> 


240 

241 


ctg age 
2083 


ecc 


aat 


gga 


ggc 


cag 


gaa 


gae 


acc 


egg 


atg 


aaa 


aat 


gtg 


ect 






242 


Leu Ser 


Pro 


Asn 


Gly 


Gly 


Gin 


Glu 


Asp 


Thr 


Arg 


Met 


Lys 


Asn 


Val 


Pro 






243 


645 










650 










655 










E- 


-> 


245 


gtc ect 


gtg 


tac 


tgt, 


cgc 


ect 


ctg 


gtg 


gag 


aag 


gae 


cct 


teg 


aca 


aag 






^^■^ Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 
<223> fields of each sequence which presents at least one n or Xaa. 
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SEQUENCE LISTING 
<1 10> KYOWA HAKKO KOGYO CO., LTD., 

<1 20> NOVEL POLYPEPTIDE 

<130> 766.52 

<140> US 09/856,617 
<141> 2001-05-24 

<150>H10-332484 
<151> 1998-11-24 

<150> HI 1-248442 
<151> 1999-09-02 

<160> 18 

<170> Patentin Ver. 2.0 

<210> 1 
<211>4173 
<212>DNA 
<213> Mouse 

<220> 
<221> CDS 
<222>( 107). (4021) 

<400> 1 

ggcctgggcg gcggcacatc ctaaggtagc ggctgcctga ggtgacagct gcccgtggat 60 

tcgggccccg gaacgagccg cgctggcggc ggcggcggta gccgcg atg atg gag 115 

Met Met Glu 
1 

ate cag atg gac gag gga gga ggt gtg gtg gtg tac caa gac gac tac 163 
He Gin Met Asp Glu Gly Gly Gly Val Val Val Tyr Gin Asp Asp Tyr 
5 10 15 

tgc teg ggc teg gtc atg teg gag egt gtg teg ggc etg gcg ggc tec 211 
Cys Ser Gly Ser Val Met Ser Glu Arg Val Ser Gly Leu Ala Gly Ser 
20 25 30 35 



ate tae cge gag tte gag cge etc att eae tge tat gac gag gag gtg 259 



Page 1 of 2 



tT' i'^ P?'. ^ 



r^^l?S United States paiwi^ Tradbmark: Office 



UrMted.i^efe'PstGrit end Tradanwk Office 

»!MfW.:jitI3ik:i,jj<l« 



U.S. APPLICATION NUMBER NO. 



FIRST NAMED APPLICANT 



ATTY. DOCKET NO. 



09/856,617 



05514 

FITZPATRICK CELLA HARPER & SCINTO 
30 ROCKEFELLER PLAZA 
NEW YORK, NY 10112 



Michio Ichimura 



766.52 



INTERNATIONAL APPLICATION NO. 



] 



LA. FILING DATE 



PCT/JP99/06487 

I PRIORITY DATE ] 



11/19/1999 



11/24/1998 



CONFIRMATION NO. 3220 
371 FORMALITIES LETTER 

iiiiiiniDuiaiiiiiiiiHiii 

*OC00000000934951 6* 



Date Mailed: 01/09/2003 



NOTIFICATION OF DEFECTIVE RESPONSE 



The following items have been submitted by the applicant or the IB to the United States Patent and Trademark 
Office as an Elected Office (37 CFR 1 .495): 



U.S. Basic National Fee 

Priority Document 

Assignee Statement 

Biochemical Sequence Diskette , 

Biochemical Sequence Listing 

Copy of IPE Report 

Copy of references cited in ISR 

Copy of the International Application 

Copy of the International Search Report 

Oath or Declaration 

Preliminary Amendments 

Request for Immediate Examination 



Applicant's response filed 08/05/2002 is hereby acknowledged. The following requirements set forth in the 
NOTIFICATION of MISSING REQUIREMENTS mailed 09/07/2001 have not been completed. 

The following items MUST be furnished within the period set forth below in order to complete the requirements for 
acceptance under 35 U.S.C. 371: 

Applicant is required to complete the response within a time limit of ONE MONTH from the date of this 
Notification or within the time remaining in the response set forth in the Notification of Missing 
Requirements, whichever is the longer. No extension of this time limit may be granted under 37 CFR 
1.136, but the period for response set in the Notification of Missing Requirements may be extended under 
37 CFR 1,1 36(a). 



Additionally the following defects have been observed: 



• Additional claim fees of $90 as a non-small entity, including any required multiple dependent claim fee, are 
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required. Applicant must submit the additional claim fees or cancel the additional claims for which fees are 
due. 

SUMMARY OF FEES DUE: 

Total additional fees required for this application Is $90 for a Large Entity: 

• Total additional claim fee(s) for this application is $90 

■ $90 for 33 total claims over 20. 

The following items MUST be furnished within the period set forth below: 

• The nucleotide and/or amino add sequence disclosure contained in this application does not comply with 
the requirements for such a disclosure as set forth in 37 CFR 1 .821-1 .825 for the following reason(s): 

■ See attached Raw Sequence Listing Error Report. 

■ APPLICANT MUST PROVIDE: 

■ An initial or substitute paper copy or compact disc of the "Sequence Listing," as well as an 
amendment directing its entry into the specification. 

• For questions regarding compliance to 37 CFR 1.821-1.825 requirements, please contact: 

■ For Rules Interpretation, call (703) 308-4216 

■ To Purchase Patentin Software, call (703) 306-2600 

■ For Patentin Software Program Help, call (703) 306-41 1 9 or e-mail at patin21 help@uspto.gov or 
patin3help@uspto.gov 

Applicant is reminded that any communications to the United States Patent and Trademark Office must be mailed 
to the address given in the heading and include the U.S. application no. shown above (37 CFR 1 .5) 

A copy of this notice MUST be returned with the response. 

BARBARA A CAMPBELL 



Telephone: (703)305-3631 



PART 1 - ATTORNEY/APPLICANT COPY 





1 


U.S. APPLICATION NUMBER NO. 


1 


INTERNATIONAL APPLICATION NO. 


1 


ATTY. DOCKET NO. 


1 




09/856,617 




PCT/JP99/06487 




766.52 





FORM PCT/DO/EO/916 (371 Formalities Notice) 



BIOTECHNvyLOGY 
SYSTEMS 
BRANCH 



RAW SEQUENCE LISTING 
ERROR REPORT 




The Biotechnology Systems Branch of the Scientiflc and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 



AppliGation Serial Number: 
Sourd6:; 

Date Processed by STIC: 



0^ h5(^^n^ 



THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703- 308-4216. 
PATENTIN 2.1 e-mail help: patin21help@uspto.gOV or phone 703-306-4119 (R. Wax) 
PATENTIN 3.0 e-mail help: patin3help@uspto.gOv or phone 703-306-4119 (R, Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.1 PROGRAM , ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 
http://vmw.uspto.gov/web/offices/pac/checker 

Applicants submitting genetic sequence information electronically on diskette or CD-Rom should be aware that there is 

a possibility that the disk/CD-Rom may have been affected by treatment given to all incoming mail. 

Please consider using alternate methods of submission for the disk/CD-Rom or replacement disk/CD-Rom. 

Any reply including a sequence listing in electronic form should NOT be sent to the 2023 1 zip code address for the 

United States Patent and Trademark Office, and instead should be sent via the following to the indicated addresses: 

1. EFS-Bio (<http://wwvy,uspto.gov/ebc/efs/downloads/documents.htm> , EFS Submission 
User Manual - ePAVE) 

2. U.S. Postal Service: U.S. Patent and Trademark Office. Box Sequence, P.O. Box 2327, Arlington, VA 22202 

3. Hand Carry directly to: 

U.S. Patent and Trademark Office, Technology Center 1600, Reception Area, 7*** Floor, Examiner Name, 
Sequence Information, Crystal Mall One, 1911 South Clark Street, Arlington, VA 22202 
Or 

U.S. Patent and Trademark Office, Box Sequence, Customer Window, Lobby, Room 1B03, Crystal Plaza Two, 
20 1 1 South Clark Place, Arlington, VA 22202 

4. Federal Express, United Parcel Service, or other delivery service to: U.S. Patent and Trademark Office, 
Box Sequence, Room 1B03-Mailroom, Crystal Plaza Two, 201 1 South Clark Place, Arlington, VA 22202 



Revised 01/29/2002 
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0a§g Not Comply 
Corrected Diskstta Needed 



PCT09 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/856, 617A 



DATE: 12/04/2002 
TIME: 13:50:11 



Input Set : A:\SEQUENCE LISTING.txt 
Output Set: N:\CRF4\12032002\l856617A.raw 



3 <110> APPLICANT: KYOWA HAKKO KOGYO CO., LTD., 

5 <120> TITLE OF INVENTION: NOVEL POLYPEPTIDE 

7 <130> FILE REFERENCE: 766.52 

9 <140> CURRENT APPLICATION NUMBER: US 09/856, 617A 

10 <141> CURRENT FILING DATE: 2001-05-24 

12 <150> PRIOR APPLICATION NUMBER: HlO-332484 

13 <151> PRIOR FILING DATE: 1998-11-24 

15 <150> PRIOR APPLICATION NUMBER: Hll-248442 

16 <151> PRIOR FILING DATE: 1999^09-02 

18 <160> NUMBER OF SEQ ID NOS : 18 

19 <170> SOFTWARE: Patentin Ver. 2.0 



ERRORED SEQUENCES 



372 


<210> SEQ ID NO: 


2 


























373 


<211> LENGTH: 4200 


























374 


<212> TYPE: 


DNA 




























375 


<213> ORGANISM: 


Mouse 
























377 


<220> FEATURE: 




























378 


<221> NAME/KEY: 


CDS 


























379 


<222> LOCATION: 


(107) . . 


(4045) 




















381 


<400> SEQUENCE: 


2 


























382 


ggcctgggcg gcggcacatc ctaaggtagc 


ggctgcctga 


ggtgaeaget geccgtggat 


60 


384 


tcgggccccg gaacgagccg cgctggcggc 


ggcggeggta 


gccgcg atg atg gag 


115 


385 


























Met Met Glu 




386 




























1 








388 


ate 


cag 


atg 


gac 


gag 


gga 


gga 


ggt 


gtg 


gtg 


gtg 


tac 


eaa 


gac 


gac 


tac 


163 


389 


He 


Gin 


Met 


Asp 


Glu 


Gly 


Gly 


Gly 


Val 


Val 


Val 


Tyr 


Gin 


Asp 


Asp 


Tyr 




390 




5 










10 










15 












392 


tgc 


teg 


ggc 


teg 


gte 


atg 


teg 


gag 


cgt 


gtg 


teg 


ggc 


ctg 


gcg 


ggc 


tec 


211 


393 


Cys 


Ser 


Gly 


Ser 


Val 


Met 


Ser 


Glu 


Arg 


Val 


Ser 


Gly 


Leu 


Ala 


Gly 


Ser 




394 


20 










25 










30 










35 




396 


ate 


tac 


cgc 


gag 


tte 


gag 


cgc 


etc 


att 


cac 


tgc 


tat 


gac 


gag 


gag 


gtg 


259 


397 


He 


Tyr 


Arg 


Glu 


Phe 


Glu 


Arg 


Leu 


He 


His 


Cys 


Tyr 


Asp 


Glu 


Glu 


Val 




398 










40 










45 










50 






400 


gte 


aag 


gag 


etc 


atg 


ccg 


ctg 


gtg 


gtg 


aac 


gtg 


ctg 


gag 


aac 


ctt 


gac 


307 


401 


Val 


Lys 


Glu 


Leu 


Met 


Pro 


Leu 


Val 


Val 


Asn 


Val 


Leu 


Glu 


Asn 


Leu 


Asp 




402 








55 










60 










65 








404 


teg 


gtg 


ctg 


age 


gag 


aac 


cag 


gag 


cac 


gag 


gtg 


gag 


ctg 


gag 


etc 


eta 


355 


405 


Ser 


Val 


Leu 


Ser 


Glu 


Asn 


Gin 


Glu 


His 


Glu 


Val 


Glu 


Leu 


Glu 


Leu 


Leu 




406 






70 










75 










80 










408 


cgc 


gag 


gac 


aac 


gag 


eag 


ctg 


etc 


aeg 


eaa 


tac 


gag 


cge 


gag 


aag 


gcg 


403 
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E — > 



E— 
E— 



670 

672 

673 

674 

676 

677 

678 

680 

681 

682 

684 

685 

686 

688 

689 

690 

692 

693 

694 

696 

697 

698 

700 

701 

702 

704 

705 

706 

708 

709 

710 

712 

713 

714 

716 

718 

720 

2035 

2036 

2037 

2038 

2040 

2041 

2042 

2044 

2045 

2046 

2047 

2049 



1125 1130 
ggc aat ggg gtt gtc ate tec ate 
Gly Asn Gly Val Val He Ser He 
1140 ^ 1145 

cat cga ggc cag etc eta ggg etc 



1135 

ece ttg act gag 
Pro Leu Thr Glu 

1150 
cga gee aac aag 



act gtg gtc etg 
Thr Val Val Leu 
1155 

aca tee cea aca 



His Arg Gly Gin Leu Leu Gly Leu Arg Ala Asn Lys Thr Ser Pro Thr 



tet 
Ser 

gae 
Asp 

gea 
Ala 



ggg gag 
Gly Glu Gly 
1175 
age agt gac 
Ser Ser Asp 

1190 
cag get 
Gin Ala 
1205 

tct 
Ser 



ttt gtc 
Phe Val 
1220 
eta gae 
Leu Asp 



1160 1165 
ggg ace cgc cea ggg ggc ate 
Thr Arg Pro Gly Gly He 
1180 

aag gee gee agt agt tte 
Lys Ala Ala Ser Ser Phe 
1195 

ett tgc tte eat ggg cac 
Leu.Cys Phe His Gly His 

1210 
eca gga aat gtg 
Pro Gly Asn Val 
1225 



cag 
Gin 



gtg 
Val 



etg 
Leu 



gee 
Ala 



1170 

ate cat gtg tat ggg gae 
He His Val Tyr Gly Asp 
1185 

ate ece tac tgc tec atg 
He Pro Tyr Cys Ser Met 
1200 

cgt gat get gtc aaa tte 
Arg Asp Ala Val Lys Phe 
1215 

ggc 
Gly 



etc aat 
Leu Asn 



get 
Ala 



gag 
Glu 



age 
Ser 

ggc 
Gly 



cea 
Pro 



tea 
Ser 
1240 
cag aag 



ggt tac 
Gly Tyr 



Gin 
1255 
att gac 



Lys 



gag 
Glu 

ttg 
Leu 



ggc 
Gly 

aag 
Lys 



ect 
Pro 



act 
Thr 
1230 
ggg cet get gea 
Gly Pro Ala Ala 
1245 

gea etg gtg etg agt 
Leu Val 



agt 
Ser 



ccc 
Pro 



get 
Ala 



He 
1270 
gaa tgt gee 
Glu Cys Ala 

1285 
gag cgc age 
Glu Arg Ser 
1300 



Asp 



ate 
He 



tte cgt 
Phe Arg 

1275 

ggg gae gtg aac cag 
Gly Asp Val Asn Gin 
1290 

cac ate ate gtg tgg 

His He He Val Trp 
1305 



3571 



3619 



3667 



3715 



3763 



3811 



gtg 
Val 
1235 
gea gat 
Ala Asp 
1250 

aat gea etg gtg etg agt ggt ggt gaa 
Asn Ala Leu Val Leu Ser Gly Gly Glu 

"1260 1265 
gga gae gga gag gat gat gaa act gag 
Gly Asp Gly Glu Asp Asp Glu Thr Glu 

1280 

aca aag ccc teg ttg tee aag get 
Thr Lys Pro Ser Leu Ser Lys Ala 
1295 

cag gtg tec tac acc cet gag 
Gin Val Ser Tyr Thr Pro Glu 

1310 ; 
tgagaccctg tcctacctga tgceaactgt acataggace etacctgect gceteceege 4102 ^ 
ctgttcectg gggcagccag gttegtccat cecettttaa cctctcaact tgcagetttt 4162 ^ 
gcctgaggtc eagcecctag ctgttagaga gg 4200 
<210> SEQ ID NO: 8 
LENGTH: 14 69 
TYPE: DNA 

Mouse 



3859 



3907 



3955 



4003 




<211> 
<212> 
<213> 
<220> 
<221> 
<222> 
<400> 



ORGANISM: 
FEATURE: 
NAME /KEY 
LOCATION 
SEQUENCE 



CDS 
(7) . 
8 



(1458) 



aagaag atg get gcg ggt ggt aac agg gac ggt gag aag cgc ggc teg aga 51 
Met Ala Ala Gly Gly Asn Arg Asp Gly Glu Lys Arg Gly Ser Arg 
1 5 10 15 

age cag. gcg gac tct ggc tte etg ggg etg egg ceg ace teg gtg gat 99 
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2115 








275 










280 










285 










2117 


gcc 


acc 


eag 


gag 


tee 


gtg 


ttt 


egg 


gag 


atg 


tgt 


gag 


ggc 


etg 


etg 


gag 


915 




2118 


Ala 


Thr 


Gin 


Glu 


Ser 


Val 


Phe 


Arg 


Glu 


Met 


Cys 


Glu 


Gly 


Leu 


Leu 


Glu 






2119 






290 










295 










300 












2121 


gag 


tct 


gat 


ggt 


gag 


gat 


gag 


cat 


gag 


gea 


ggc 


cgt 


gee 


ggg 


eag 


eea 


963 




2122 


Glu 


Ser 


Asp 


Gly 


Glu 


Asp 


Glu 


His 


Glu 


Ala 


Gly 


Arg 


Ala 


Gly 


Gin 


Pro 






2123 




305 










310 










315 














2125 


gag 


get 


ggt 


gat 


ggg 


ace 


ace 


gag 


ate 


tea 


eee 


act 


ggt 


get 


get 


ggt 


1011 




2126 


Glu 


Ala 


Gly 


Asp 


Gly 


Thr 


Thr 


Glu 


He 


Ser 


Pro 


Thr 


Gly 


Ala 


Ala 


Gly 






2127 


320 










325 










330 










335 






2129 


cct 


gag 


aag 


agg 


atg 


gag 


aag 


aag 


aeg 


gag 


cag 


eag 


egg 


egg 


egg 


gag 


1059 




2130 


Pro 


Glu 


Lys 


Arg 


Met 


Glu 


Lys 


Lys 


Thr 


Glu 


Gin 


Gin 


Arg 


Arg 


Arg 


Glu 






2131 










340 










345 










350 








2133 


aaa 


get 


get 


ege 


aag 


etg 


egg 


gtg 


eag 


eag 


get 


gea 


etg 


agg 


gea 


gcc 


1107 




2134 


Lys 


Ala 


Ala 


Arg 


Lys 


Leu 


Arg 


Val 


Gin 


Gin 


Ala 


Ala 


Leu 


Arg 


Ala 


Ala 






2135 








355 










360 










365 










2137 


egg 


ctt 


eag 


eac 


caa 


gaa 


ctt 


tte 


agg 


etg 


cgt 


ggg 


ate 


aag 


gee 


eag 


1155 




2138 


Arg 


Leu 


Gin 


His 


Gin 


Glu 


Leu 


Phe 


Arg 


Leu 


Arg 


Gly 


He 


Lys 


Ala 


Gin 






2139 






370 










375 










380 












2141 


gtg 


gee 


ega 


agg 


etg 


gea 


gaa 


etg 


gea 


ege 


egg 


agg 


gag 


cag 


egg 


ege 


1203 




2142 


Val 


Ala 


Arg 


Arg 


Leu 


Ala 


Glu 


Leu 


Ala 


Arg 


Arg 


Arg 


Glu 


Gin 


Arg 


Arg 






2143 




385 










390 










395 














2145 


ata 


egg 


cga 


etg 


gea 


gag 


get 


gac 


aag 


eee 


cga 


agg 


etg 


gga 


egg 


etc 


1251 




2146 


He 


Arg 


Arg 


Leu 


Ala 


Glu 


Ala 


Asp 


Lys 


Pro 


Arg 


Arg 


Leu 


Gly 


Arg 


Leu 






2147 


400 










405 










410 










415 






2149 


aag 


tac 


eag 


get 


eet 


gac 


att 


gat 


gtg 


eag 


etc 


age 


tct 


gag 


ttg 


tct 


1299 




2150 


Lys 


Tyr 


Gin 


Ala 


Pro 


Asp 


He 


Asp 


Val 


Gin 


Leu 


Ser 


Ser 


Glu 


Leu 


Ser 






2151 










420 










425 










430 








2153 


ggc 


tea 


cte 


agg 


aea 


etg 


aag 


eea 


gaa 


ggt 


cac 


att 


etc 


cga 


gac 


agg 


1347 




2154 


Gly 


Ser 


Leu 


Arg 


Thr 


Leu 


Lys 


Pro 


Glu 


Gly 


His 


He 


Leu 


Arg 


Asp 


Arg 






2155 








435 










440 










445 










2157 


ttc 


aag 


age 


tte 


cag 


aag 


aga 


aat 


atg 


att 


gag 


eee 


cga 


gaa 


ega 


gee 


1395 




2158 


Phe 


Lys 


Ser 


Phe 


Gin 


Lys 


Arg 


Asn 


Met 


He 


Glu 


Pro 


Arg 


Glu 


Arg 


Ala 






2159 






450 










455 










460 












2161 


aag 


ttc 


aag 


ege 


aaa 


tac 


aaa 


gtg 


aag 


etg 


gtg 


gag 


aag 


egg 


gcc 


tac 


1443 




2162 


Lys 


Phe 


Lys 


Arg 


Lys 


Tyr 


Lys 


Val 


Lys 


Leu 


Val 


Glu 


Lys 


Arg 


Ala 


Tyr 






2163 




4 65 










470 










475 










c — ^ 


E— > 


2165 


cgt gag 


att 


cag 


ttg 


tag 


ctgtgcagat g 














^1469 




2166 


' Arg 


Glu 


He 


Gin 


Leu 


























E~> 


2167 


480 




































2170 


<210> SEQ ID NO 


: 9 




























2171 


<211> LENGTH: 1305 




























2172 


<212> TYPE: 


PRT 






























2173 


<213> ORGANISM:' 


Mouse 


























2175 


<400> SEQUENCE: 


9 




























2176 


Met 


Met 


Glu 


He 


Gin 


Met 


Asp 


Glu 


Gly Gly 


Gly 


Val 


Val 


Val 


Tyr 


Gin 






2177 


1 








5 










10 










15 








2179 


Asp Asp 


Tyr 


Cys 


Ser 


Gly 


Ser 


Val 


Met 


Ser 


Glu 


Arg 


Val 


Ser 


Gly 


Leu 






2180 








20 










25 










30 
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2329 


Leu 


Val 


Gly 


Cys 


Ala 


Thr 


Arg 


Cys 


Asn 


Val 


Pro 


Arg 


Ser 


Asn 


Cys 


Ser 




2330 








820 










825 










830 








2332 


Ser 


Arg 


Gly 


Asp 


Thr 


Pro 


Val 


Leu 


Asp 


Lys 


Gly 


Gin 


Gly 


Asp 


Val 


Ala 




2333 






835 










840 










845 










2335 


Thr 


Thr 


Ala 


Asn 


Gly 


Lys 


Val 


Asn 


Pro 


Ser 


Gin 


Ser 


Thr 


Glu 


Glu 


Ala 




2336 




850 










855 










860 












2338 


Thr 


Glu 


Ala 


Thr 


Glu 


Val 


Pro 


Asp 


Pro 


Gly 


Pro 


Ser 


Glu 


Ser 


Glu 


Ala 




2339 


865 










870 










875 










880 




2341 


Thr 


Thr 


Val 


Arg 


Pro 


Gly 


Pro 


Leu 


Thr 


Glu 


His 


Val 


Phe 


Thr Asp 


Pro 




2342 










885 










890 










895 






2344 


Ala 


Pro 


Thr 


Pro 


Ser 


Ser 


Ser 


Thr 


Gin 


Pro 


Ala 


Ser 


Glu 


Asn 


Gly 


Ser 




2345 








900 










905 










910 








2347 


Glu 


Ser 


Asn 


Gly 


Thr 


He 


Val 


Gin 


Pro 


Gin 


Val 


Glu 


Pro 


Ser 


Gly 


Glu 




2348 






915 










920 










925 










2350 


Leu 


Ser 


Thr 


Thr 


Thr 


Ser 


Ser 


Ala 


Ala 


Pro 


Thr 


Met 


Trp 


Leu 


Gly Ala 




2351 




930 










935 










940 












2353 


Gin 


Asn 


Gly 


Trp 


Leu 


Tyr 


Val 


His 


Ser 


Ala 


Val 


Ala 


Asn 


Trp 


Lys 


Lys 


2354 


.945 










950 










955 










960 




2356 
b357 


Cys 


Leu 


His 


Ser 


He 


Lys 


Leu 


Lys 


Asp 


Ser 


Val 


Leu 


Ser 


Leu 


Val 


His 












965 










970 










975 




^2359 


Val 


Lys 


Gly 


Arg 


Val 


Leu 


Val 


Ala 


Leu 


Ala 


Asp 


Gly 


Thr 


Leu 


Ala 


He 




2360 








980 










985 










990 






2362 


Phe 


His 


Arg 


Gly 


Glu 


Asp 


Gly 


Gin 


Trp 


Asp 


Leu 


Ser 


Asn 


Tyr 


His 


Leu 


2363 






995 








1000 








■ 1005 










2365 


Met 


Asp 


Leu 


Gly 


His 


Pro 


His 


His 


Ser 


He 


Arg 


Cys 


Met 


Ala 


Val 


Val 




2366 


1010 








1015 








1020 














Asn Asp Arg 


Val 


Trp 


Cys 


Gly 


Tyr 


Lys 


Asn 


Lys 


Val 


His 


Val 


He 


Gin 


E — > 


23ff9 


|025 








1030 








1035 








1040 




2371 


Pro 


Lys 


Thr 


Met 


Gin 


lie 


Glu 


Lys 


Ser 


Phe 


Asp 


Ala 


His 


Pro Arg Arg 




2372 








1045 








1050 








1055 






2374 


Glu 


Ser 


Gin 


Val 


Arg 


Gin 


Leu 


Ala 


Trp 


He 


Gly Asp 


Gly 


Val 


Trp 


Val 




2375 








1060 






1065 








1070 








2377 


Ser 


He 


Arg 


Leu 


Asp 


Ser 


Thr 


Leu 


Arg 


Leu 


Tyr 


His 


Ala 


His 


Thr 


His 




2378 




1075 










1080 








1085 










2380 


Gin 


His 


Leu 


Gin 


Asp 


Val 


Asp 


He 


Glu 


Pro 


Tyr 


Val 


Ser 


Lys 


Met 


Leu 




2381 


1090 








1095 








1100 












2383 


Gly Thr 


Gly 


Lys 


Leu 


Gly 


Phe 


Ser 


Phe 


Val 


Arg 


He 


Thr 


Ala 


Leu 


Leu 


E — > 


2384 {105 








1110 








1115 








1120 




2386 


He 


Ala 


Gly 


Asn 


Arg 


Leu 


Trp 


Val 


Gly Thr 


Gly Asn 


Gly Val 


Val 


He 




2387 








1125 








1130 








1135 






2389 


Ser 


He 


Pro 


Leu 


Thr 


Glu 


Thr 


Val 


Val 


Leu 


His 


Arg 


Gly Gin 


Leu 


Leu 




2390. 








1140 






1145 








1150 








2392 


Gly Leu Arg 


Ala 


Asn 


Lys 


Thr 


Ser 


Pro 


Thr 


Ser 


Gly Glu 


Gly Thr Arg 




2393 




1155 










1160 








1165 










2395 


Pro 


Gly 


Gly 


He 


He 


His 


Val 


Tyr 


Gly Asp Asp 


Ser 


Ser 


Asp 


Lys 


Ala 



2396 1170 ■ 1175 1180 

2398 Ala Ser Ser Phe He Pro Tyr Cys Ser Met Ala Gin Ala Gin Leu Cys 

£—> 2399 0185 1190 1195 1200 

2401 Phe His Gly His Arg Asp Ala Val Lys Phe Phe Val Ser Val Pro Gly 



file://C:\CRF4\Outhold\VsrI856617A.htm 



12/4/02 




Page 5 



RAW SEQUENCE LISTING DATE: 12/04/2002 

PATENT APPLICATION: US/09/856 , 617A TIME: 13:50:11 

Input Set : A:\SEQUENCE LISTING.txt 
Output Set: N:\CRF4\12032002\I856617A.raw 



2402 








1205 








1210 








1215 




2404 


Asn 


Val 


Leu 


Ala 


Thr 


Leu 


Asn 


Gly 


Ser 


Val 


Leu 


Asp 


Ser 


Pro 


Ser 


Glu 


2405 








1220 






• 1225 








1230 






2407 


Gly 


Pro 


Gly 


Pro 


Ala 


Ala 


Pro 


Ala 


Ala 


Asp 


Ala 


Glu 


Giy 


Gin 


Lys 


Leu 


2408 




1235 








1240 








1245 








2410 


Lys 


Asn 


Ala 


Leu 


Val 


Leu 


Ser 


Gly Gly Glu 


Gly 


Tyr 


He 


Asp 


Phe 


Arg 


2411 


1250 








1255 








1260 










2413 


lie Gly Asp 


Gly Glu Asp 


Asp 


Glu 


Thr 


Glu 


Glu 


Cys 


Ala 


Gly Asp Val 


E--> 2414/265 








1270 








1275 








1280 


2416 


Asn 


Gin 


Thr 


Lys 


Pro 


Ser 


Leu 


Ser. Lys 


Ala 


Glu 


Arg 


Ser 


His 


He 


He 


2417 








1285 








1290 








1295 




2419 


Val 


Trp 


Gin 


Val 


Ser 


Tyr 


Thr 


Pro 


Glu 
















2420 








1300 






1305 
















2423 


<210> SEQ ID NO 


: 10 
























2424 


<211> LENGTH: 1314 
























2425 


<212> TYPE: 


PRT 


























2426 


<213> ORGANISM: 


Mouse 






















2428 


<400> SEQUENCE: 


10 
























2429 


Met 


Met 


Glu 


He 


Gin 


Met 


Asp 


Glu 


Gly 


Gly 


Gly 


Val 


Val 


Val 


Tyr 


Gin 


2430 


1 








5 










10 










15 




2432 


Asp 


Asp 


Tyr 


Cys 


Ser 


Gly 


Ser 


Val 


Met 


Ser 


Glu 


Arg 


Val 


Ser 


Gly 


Leu 


2433 








20 










25 










30 






2435 


Ala 


Gly 


Ser 


He 


Tyr 


Arg 


Glu 


Phe 


Glu 


Arg 


Leu 


He 


His 


Cys 


Tyr 


Asp 


2436 






35 










40 










45 








2438 


Glu 


Glu 


Val 


Val 


Lys 


Glu 


Leu 


Met 


Pro 


Leu 


Val 


Val 


Asn 


Val 


Leu 


Glu 


2439 




50 










55 










60 










2441 


Asn 


Leu 


Asp 


Ser 


Val 


Leu 


Ser 


Glu 


Asn 


Gin 


Glu 


His 


Glu 


Val 


Glu 


Leu 


2442 


65 










70 










75 










80 


2444 


Glu 


Leu 


Leu 


Arg 


Glu 


Asp 


Asn 


Glu 


Gin 


Leu 


Leu 


Thr 


Gin 


Tyr 


Glu 


Arg 


2445 










85 










90 










95 




2447 


Glu 


Lys 


Ala 


Leu 


Arg 


Lys 


Gin .Ala 


Glu 


Glu 


Lys 


Phe 


He 


Glu 


Phe 


Glu 


2448 








100 










105 










110 






2450 


Asp 


Ala 


Leu 


Glu 


Gin 


Glu 


Lys 


Lys 


Glu 


Leu 


Gin 


He. 


Gin 


Val 


Glu 


His 


2451 






115 










120 










125 








2453 


Tyr 


Glu 


Phe 


Gin 


Thr 


Arg 


Gin 


Leu 


Glu 


Leu 


Lys 


Ala 


Lys 


Asn 


Tyr 


Ala 


2454 




130 










135 










140 










2456 


Asp 


Gin 


He 


Ser 


Arg 


Leu 


Glu 


Glu 


Arg 


Glu 


Ser 


Glu 


Met 


. Lys 


Lys 


Glu 


2457 


145 










150 










155 










160 


2459 


Tyr 


Asn 


Ala 


Leu 


His 


Gin 


Arg 


His 


Thr 


Glu 


Met 


He 


Gin 


Thr 


Tyr 


Val 


2460 










165 








170' 










175 




2462 


Glu 


His 


He 


Glu 


Arg 


Ser 


Lys 


Met 


Gin 


Gin 


Val 


Gly 


Gly 


Ser 


Gly 


Gin 


2463 








180 










185 










190 






2465 


Thr 


Glu 


Ser 


Ser 


Leu 


Pro 


Gly Arg 


Ser 


Pro 


Arg 


Gin 


Ser 


Trp 


Arg 


Lys 


2466 






195 










200 










205 








2468 


Ser 


Arg 


Lys 


Glu 


Arg 


Pro 


Thr 


Ser 


Leu 


Asn 


Val 


Phe 


Pro 


Leu 


Ala 


Asp 


2469 




210 










215 










220 










2471 


Gly 


Met 


Cys 


Pro 


Asn 


Asp 


Glu 


Met 


Ser 


Glu 


Ser 


Gly 


Gin 


Ser 


Ser 


Ala 


2472 


225 










230 










235 










240 


2474 


Ala 


Ala 


Thr 


Pro 


Ser 


Thr 


Thr 


Gly 


Thr 


Lys 


Ser 


Asn 


Thr 


Pro 


Thr 


Ser 
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E~> 2622 j025 



1030 



1035 



1040 



2624 Tyr Lys Asn Lys Val His Val lie Gin Pro Lys Thr Met Gin lie Glu 

2625 1045 1050 1055 

2627 Lys Ser Phe Asp Ala His Pro Arg Arg Glu Ser Gin Val Arg Gin Leu 

2628 1060 1065 1070 

2630 Ala Trp lie Gly Asp Gly Val Trp Val Ser lie Arg Leu Asp Ser Thr 

2631 1075 1080 1085 

2633 Leu Arg Leu Tyr His Ala His Thr His Gin His Leu Gin Asp Val Asp 

2634 1090 1095 1100 

2636 lie Glu Pro Tyr Val Ser Lys Met Leu Gly Thr Gly Lys Leu Gly Phe 

2637 |105 1110 1115 1120 

2639 Ser Phe Val Arg lie Thr Ala Leu Leu lie Ala Gly Asn Arg Leu Trp 

2640 1125 1130 1135 

2642 Val Gly Thr Gly Asn Gly Val Val lie Ser He Pro Leu Thr Glu Thr 

2643 1140 1145 1150 

2645 Val Val Leu His Arg Gly Gin Leu Leu Gly Leu Arg Ala Asn Lys Thr 

2646 1155 1160 1165 

2648 Ser Pro Thr Ser Gly Glu Gly Thr Arg Pro Gly Gly He He His Val 

2649 1170 1175 1180 

2651 Tyr Gly Asp Asp Ser Ser Asp Lys Ala Ala Ser Ser Phe He Pro Tyr 

2652 1185 1190 1195 1200 

2654 'Cys Ser Met Ala Gin Ala Gin Leu Cys Phe His Gly His Arg Asp Ala 

2655 1205 1210 1215 

2657 Val Lys Phe Phe Val Ser Val Pro Gly Asn Val Leu Ala Thr Leu Asn 

2658 1220 1225 1230 

2660 Gly Ser Val Leu Asp Ser Pro Ser Glu Gly Pro Gly Pro Ala Ala Pro 

2661 1235 1240 1245 

2663 Ala Ala Asp Ala Glu Gly Gin Lys Leu Lys Asn Ala Leu Val Leu Ser 

2664 1250 1255 1260 

2666 Gly Gly Glu Gly Tyr He Asp Phe Arg He Gly Asp Gly Glu Asp Asp 

2667 ^265 1270 1275 1280 

2669 Glu Thr Glu Glu Cys Ala Gly Asp Val Asn Gin Thr Lys Pro Ser Leu 

2670 1285 1290 1295 

2672 Ser Lys Ala Glu Arg Ser His He He Val Trp Gin Val Ser Tyr Thr 

2673 1300 1305 1310 
2675 Pro Glu 

2679 <210> SEQ ID NO: 11 

2680 <211> LENGTH: 1337 

2681 <212> TYPE: PRT 

2682 <213> ORGANISM: Mouse 

2684 <400> SEQUENCE: 11 

2685 Met Met Glu He Gin Met Asp Glu Gly Gly Gly Val Val Val Tyr Gin 

2686 15 10 15 

2688 Asp Asp Tyr Cys Ser Gly Ser Val Met Ser Glu Arg Val Se,r Gly Leu 

2689 20 25 30 

2691 Ala Gly Ser He Tyr Arg Glu Phe Glu Arg Leu He His Cys Tyr Asp 

2692 35 40 45 

2694 Glu Glu Val Val Lys Glu Leu Met Pro Leu Val Val Asn Val Leu Glu 

2695 50 .55 60 
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2844 


Leu 


Val 


Gly 


Cys 


Ala 


Thr 


Arg 


Cys 


Asn 


Val 


Pro 


Arg 


Ser 


Asn 


Cys Ser 


2845 




850 










855 










860 








2847 


Ser 


Arg 


Gly 


Asp 


Thr 


Pro 


Val 


Leu 


Asp 


Lys 


Gly 


Gin 


Gly 


Asp 


Val Ala 


2848 


865 










870 










875 








880 


2850 


Thr 


Thr 


Ala 


Asn 


Gly 


Lys 


Val 


Asn 


Pro 


Ser 


Gin 


Ser 


Thr 


Glu 


Glu Ala 


2851 










885 










890 










895 


2853 


Thr 


Glu 


Ala 


Thr 


Glu 


Val 


Pro 


Asp 


Pro 


Gly 


Pro 


Ser 


Glu 


Ser 


Glu Ala 


2854 








900 










905 










910 




2856 


Thr 


Thr 


Val 


Arg 


Pro 


Gly 


Pro 


Leu 


Thr 


Glu 


His 


Val 


Phe 


Thr 


Asp Pro 


2857 






915 










920 










925 






2859 


Ala 


Pro 


Thr 


Pro 


Ser 


Ser 


Ser 


Thr 


Gin 


Pro 


Ala 


Ser 


Glu 


Asn 


Gly Ser 


2860 




930 










935 










940 






2862 


Glu 


Ser 


Asn 


Gly 


Thr 


He 


Val 


Gin 


Pro 


Gin 


Val 


Glu 


Pro 


Ser 


Gly Glu 


2863 


945 










950 










955 








960 


2865 


Leu 


Ser 


Thr 


Thr 


Thr 


Ser 


Ser 


Ala 


Ala 


Pro 


Thr 


Met 


Trp 


Leu 


Gly Ala 


2866 










965 










970 










975 


2868 


Gin 


Asn 


Gly 


Trp 


Leu 


Tyr 


Val 


His 


Ser 


Ala 


Val 


Ala 


Asn 


Trp 


Lys Lys 


2869 








980 










985 










990 




2871 


Cys 


Leu 


His 


Ser 


He 


Lys 


Leu 


Lys 


Asp 


Ser 


Val 


Leu 


Ser 


Leu 


Val His 


2872 






995 








1000 








1005 






2874 


Val 


Lys 


Gly 


Arg 


Val 


Leu 


Val 


Ala 


Leu 


Ala 


Asp 


Gly Thr 


Leu 


Ala He 


2875 


1010 








1015 








1020 








2877 


Phe 


His 


Arg 


Gly 


Glu 


Asp 


Gly 


Gin 


Trp 


Asp 


Leu 


Ser 


Asn 


Tyr 


His Leu 


2878 


025 








1030 








1035 








1040 


2880 


Met 


Asp 


Leu 


Gly 


His 


Pro 


His 


His 


Ser 


He 


Arg 


Cys 


Met 


Ala 


Val Val 


2881 








1045 








1050 








1055 


2883 


Asn 


Asp 


Arg 


Val 


Trp 


Cys 


Gly 


Tyr 


Lys 


Asn 


Lys 


Val 


His 


Val 


He Gin 


2884 








1060 






1065 








1070 




2886 


Pro 


Lys 


Thr 


Met 


Gin 


He 


Glu 


Lys 


Ser 


Phe 


Asp 


Ala 


His 


Pro 


Arg Arg 


2887 




1075 








1080 








1085 






2889 


Glu 


Ser 


Gin 


Val 


Arg 


Gin 


Leu 


Ala 


Trp 


He 


Gly Asp 


Gly Val 


Trp Val 


2890 


1090 








1095 








1100 








2892 


Ser 


He 


Arg 


Leu 


Asp 


Ser 


Thr 


Leu 


Arg 


Leu 


Tyr 


His 


Ala 


His 


Thr His 


2893 


lies 








1110 








1115 








1120 


2895 


Gin 


His 


Leu 


Gin Asp Val 


Asp 


He 


Glu 


Pro 


Tyr 


Val 


Ser 


Lys 


Met Leu 


2896 








1125 








1130 








1135 


2898 


Gly Thr 


Gly 


Lys 


Leu 


Gly 


Phe 


Ser 


Phe 


Val 


Arg 


He 


Thr 


Ala 


Leu Leu 


2899 








1140 






1145 








1150 




2901 


lie 


Ala 


Gly 


Asn 


Arg 


Leu 


Trp 


Val 


Gly 


Thr 


Gly Asn 


Gly Val 


Val He 


2902 




1155 








1160 








1165 






2904 


Ser 


He 


Pro 


Leu 


Thr 


Glu 


Thr 


Val 


Val 


Leu 


His 


Arg 


Gly Gin 


Leu Leu 


2905 


1170 








1175 








1180 








2907 


Gly 


Leu 


Arg 


Ala 


Asn 


Lys 


Thr 


Ser 


Pro 


Thr 


Ser 


Gly 


Glu 


Gly Thr Arg 


2908 


1185 








1190 








1195 








1200 


2910 


\pro 


Gly 


Gly 


He 


He 


His 


Val 


Tyr 


Gly Asp 


Asp 


Ser 


Ser 


Asp 


Lys Ala 


2911 








• 1205 








1210 








1215 


2913 


Ala 


Ser 


Ser 


Phe 


He 


Pro 


Tyr 


Cys 


Ser 


Met 


Ala 


Gin 


Ala 


Gin 


Leu Cys 


2914 








1220 






1225 








1230 




2916 


Phe 


His 


Gly 


His 


Arg Asp 


Ala 


Val 


Lys 


Phe 


Phe 


Val 


Ser 


Val 


Pro Gly 
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2917 




1235 








1240 








1245 








2919 


Asn 


Val 


Leu 


Ala 


Thr 


Leu 


Asn 


Gly 


Ser 


Val 


Leu Asp 


Ser 


Pro 


Ser 


Glu 


2920 


1250 








1255 








1260 










2922 


Gly 


Pro 


Gly 


Pro 


Ala 


Ala 


Pro 


Ala 


Ala 


Asp Ala 


Glu 


Gly Gin 


Lys 


Leu 


E~> 2923| 


265 








1270 








1275 








1280 


2925 


Lys 


Asn 


Ala 


Leu 


Val 


Leu 


Ser 


Gly Gly 


Glu 


Gly 


Tyr 


He 


Asp 


Phe 


Arg 


2926 








1285 








1290 








1295 




2928 


He 


Gly 


Asp 


Gly 


Glu 


Asp 


Asp 


Glu 


Thr 


Glu 


Glu 


Cys 


Ala 


Gly 


Asp 


Val 


2929 








1300 






1305 








1310 






2931 


Asn 


Gin 


Thr 


Lys 


Pro 


Ser 


Leu 


Ser 


Lvs 


Ala 


Glu 


Arg 


Ser 


His 


He 


He 


2932 




1315 








1320 








1325 








2934 


Val 


Trp 


Gin 


Val 


Ser 


Tyr 


Thr 


Pro 


Glu 
















2935 


1330 








1335 




















2938 


<210> SEQ ID NO 


: 12 
























2939 


<211> LENGTH: 1336 
























2940 


<212> TYPE: 


PRT 


























2941 


<213> ORGANISM: 


Mouse 






















2943 


<400> SEQUENCE: 


12 
























2944 


Met 


Met 


Glu 


He 


Gin 


Met 


Asp 


Glu 


Gly 


Gly 


Gly 


Val 


Val 


Val 


Tyr 


Gin 


2945 


1 








5 










10 










15 




2947 


Asp 


Asp 


Tyr 


Cys 


Ser 


Gly 


Ser 


Val 


Met 


Ser 


Glu 


Arg 


Val 


Ser 


Gly 


Leu 


2948 








20 










25 










30 






2950 


Ala 


Gly 


Ser 


He 


Tyr 


Arg 


Glu 


Phe 


Glu 


Arg 


Leu 


He 


His 


Cys 


Tyr 


Asp 


2951 






35 










40 










45 








2953 


Glu 


Glu 


Val 


Val 


Lys 


Glu 


Leu 


Met 


.Pro 


Leu 


Val 


Val 


Asn 


Val 


Leu 


Glu 


2954 




50 










55 










60 










2956 


Asn 


Leu 


Asp 


Ser 


Val 


Leu 


Ser 


Glu 


Asn 


Gin 


Glu 


His 


Glu 


Val 


Glu 


Leu 


2957 


65 










70 










75 










80 


2959 


Glu 


Leu 


Leu 


Arg 


Glu 


Asp 


Asn 


Glu 


Gin 


Leu 


Leu 


Thr 


Gin 


Tyr 


Glu 


Arg 


2960 










85 










90 










95 




2962 


Glu 


Lys 


Ala 


Leu 


Arg 


Lys 


Gin 


Ala 


Glu 


Glu 


Lys 


Phe 


He 


Glu 


Phe 


Glu 


2963 








100 










105 










110 






. 2965 


Asp 


Ala 


Leu 


Glu 


Gin 


Glu 


Lys 


Lys 


Glu 


Leu 


Gin 


He 


Gin 


Val 


Glu 


His 


2966 






115 










120 










125 








2968 


Tyr 


Glu 


Phe 


Gin. 


Thr 


Arg 


Gin 


Leu 


Glu 


Leu 


Lys 


Ala 


Lys 


Asn 


Tyr 


Ala 


2969 




130 










135 










140 










2971 


Asp 


Gin 


He 


Ser 


Arg 


Leu 


Glu 


Glu 


Arg 


Glu 


Ser 


Glu 


Met 


Lys 


Lys 


Glu 


2972 


145 










150 










155 










160 


2974 


Tyr 


Asn 


Ala 


Leu 


His 


Gin 


Arg 


His 


Thr 


Glu 


Met 


He 


Gin 


Thr 


Tyr 


Val 


2975 










165 










170 










175 




2977 


Glu 


His 


He 


Glu 


Arg 


Ser 


Lys 


Met 


Gin 


Gin 


Val 


Gly 


Gly 


Ser 


Gly 


Gin 


2978 








180 










185 










190 






2980 


Thr 


Glu 


Ser 


Ser 


Leu 


Pro 


Gly 


Arg 


Arg 


Lys 


Glu 


Arg 


Pro 


Thr 


Ser 


Leu 


2981 






195 










.200 










205 








2983 


Asn 


Val 


Phe 


Pro 


Leu 


Ala 


Asp 


Gly 


Met 


Val 


Arg 


Ala 


Gin 


Met 


Gly 


Gly 


2984 




210 










215 










220 










2986 


Lys 


Leu 


Val 


Pro 


Ala 


Gly 


Asp' 


His 


Trp 


His 


Leu 


Ser 


Asp 


Leu 


Gly 


Gin 


2987 


.225 










230 










235 










240 


2989 


Leu 


Gin 


Ser 


Ser 


Ser 


Ser 


Tyr 


Gin 


Cys 


Pro 


Asn 


Asp 


Glu 


Met 


Ser 


Glu 
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E~> 3137 |025 



1030 



1035 



1040 



3139 


Asp Leu Gly 


His Pro 


His 


His 


Ser 


He 


Arg 


Cys 


Met 


Ala 


Val 


Val 


Asn 


3140 




1045 








1050 








1055 




3142 


Asp Arg Val 


Trp Cys 


Gly 


Tyr 


Lys 


Asn 


Lys 


Val 


His 


Val 


He 


Gin 


Pro 


3143 




1060 






1065 










1070 






3145 


Lys Thr Met 


Gin He 


Glu 


Lys 


Ser 


Phe 


Asp 


Ala 


His 


Pro 


Arg 


Arg 


Glu 


3146 


1075 






1080 








1085 








3148 


Ser Gin Val 


Arg Gin 


Leu 


Ala 


Trp 


He 


Gly Asp Gly 


Val 


Trp 


Val 


Ser 


3149 


1090 




1095 








1100 










3151 


lie Arg Leu 


Asp Ser 


Thr 


Leu 


-Arg 


Leu 


Tyr 


His 


Ala 


His 


Thr 


His 


Gin 


3152 |105 


1110 








1115 








1120 


3154 


His Leu Gin 


Asp Val 


Asp 


He 


Glu 


Pro 


Tyr 


Val 


Ser 


Lys 


Met 


Leu 


Gly 


3155 




1125 








1130 










1135 




3157 


Thr Gly Lys 


Leu Gly 


Phe 


Ser 


Phe 


Val 


Arg 


He 


Thr 


Ala 


Leu 


Leu 


He 


3158 




1140 








1145 










1150 






3160 


Ala Gly Asn 


Arg Leu 


Trp 


Val 


Gly 


Thr 


Gly Asn Gly Val 


Val 


He 


Ser 


3161 


1155 






1160 








1165 








3163 


lie Pro Leu 


Thr Glu 


Thr 


Val 


Val 


Leu 


His 


Arg 


Gly 


Gin 


Leu 


Leu 


Gly 


3164 


1170 




1175 








1180 










3166 


Leu Arg Ala 


Asn Lys 


Thr 


Ser 


Pro 


Thr 


Ser 


Gly Glu 


■Gly 


Thr 


Arg 


Pro 


3167 |185 


1190 








1195 








1200 


3169 


Gly Gly He 


He His 


Val 


Tyr 


Gly Asp 


Asp 


Ser 


Ser 


Asp 


Lys 


Ala 


Ala 


3170 




1205 








1210 










1215 




3172 


Ser Ser Phe 


He Pro 


Tyr 


Cys 


Ser 


Met 


Ala 


Gin 


Ala 


Gin 


Leu 


Cys 


Phe 


3173 




1220 








1225 








1230 






3175 


His Gly His 


Arg Asp 


Ala 


Val 


Lys 


Phe 


Phe 


Val 


Ser 


Val 


Pro 


Gly Asn 


3176 


1235 






1240 








1245 








3178 


Val Leu Ala 


Thr Leu 


Asn 


Gly 


Ser 


Val 


Leu 


Asp 


Ser 


Pro 


Ser 


Glu 


Gly 


3179 


1250 




1255 








1260 










3181 


Pro Gly Pro 


Ala Ala 


Pro 


Ala 


Ala 


Asp 


Ala 


Glu 


Gly 


Gin 


Lys 


Leu 


Lys 


31821265 


1270 








1275 








1280 


3184 


Asn Ala Leu 


Val Leu 


Ser 


Gly 


Gly 


Glu 


Gly 


Tyr 


He 


Asp 


Phe 


Arg 


He 


3185 




1285 








1290 








1295 




3187 


Gly Asp Gly 


Glu Asp 


Asp 


Glu 


Thr 


Glu 


Glu 


Cys 


Ala 


Gly Asp 


Val 


Asn 


3188 




1300 






1305 








1310 






3190 


Gin Thr Lys 


Pro Ser 


Leu 


Ser 


Lys 


Ala 


Glu 


Arg 


Ser 


His 


He 


He 


Val 


3191 


1315 






1320 








1325 








3193 


Trp Gin Val 


Ser Tyr 


Thr 


Pro 


Glu 


















3194 


1330 




1335 




















3285 


<210> SEQ ID NO: 14 
























3286 


<211> LENGTH: 1508 
























3287 


<212> TYPE: 


PRT 
























3288 


<213> ORGANISM: Mouse 






















3290 


<400> SEQUENCE: 14 
























3291 


Met Met Ala 


Gly Glu 


Gly 


Ser 


Thr 


He 


Thr 


Ser 


Arg 


He 


Lys 


Asn 


Leu 


3292 


1 


5 










10 










15 




3294 


Leu Arg Ser 


Pro Ser 


He 


Lys 


Leu 


Arg 


Arg 


Ser 


Lys 


Ala 


Gly 


Asn 


Arg 


3295 




20 








25 










30 






3297 


Arg Glu Asp 


Leu Ser 


Ser 


Lys 


Val 


Thr 


Leu 


Glu 


Lys 


Val 


Leu 


Gly Val 
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3445 820 825 830 



3447 


Met 


Ser Arg 


Ala 


Gin 


Glu 


Thr 


Met 


Glu 


Tyr 


Leu 


Asp 


Pro 


Ala 


Pro 


Val 


3448 






835 










840 










845 








3450 


Ala 


Asn 


Thr 


Gly 


Pro 


Lys 


Arg 


Arg 


Gly 


Arg 


Trp 


Ala 


Gin 


Pro 


Gly 


Val 


3451 




850 










855 










860 










3453 


Glu 


Leu 


Ser 


Val 


Arg 


Ser 


Met 


Leu 


Asp 


Leu 


Arg 


Gin 


He 


Glu 


Thr 


Leu 


3454 


865 










870 










875 










880 


3456 


Ala 


Pro 


Ser 


Pro 


Arg^ 


Gly 


Pro 


Ser 


Gin 


Asp 


Ser 


Leu 


Ala 


Val 


Ser 


Pro 


3457 










885 










890 










895 




3459 


Ala 


Gly 


Pro 


Gly 


Lys 


His 


Gly 


Pro 


Gin 


Ala 


Pro 


Glu 


Leu 


Ser 


Cys 


Val 


3460 








900 










905 










910 






3462 


Ser 


Gin 


Asn 


Glu 


Arg 


Ala 


Pro 


Arg 


Leu 


Gin 


Thr 


Ser 


Gin 


Pro 


Cys 


Ser 


3463 






915 










920 










925 








3465 


Cys 


Pro 


Asp 


lie 


He 


Gin 


Leu 


Leu 


Ser 


Gin 


Glu 


Glu 


Gly 


Val 


Phe 


Ala 


3466 




930 










935 










940 










3468 


Gin 


Asp 


Leu 


Glu 


Pro 


Ala 


Pro 


He 


Glu 


Asp 


Gly 


He 


Val 


Tyr 


Pro 


Glu 


3469 


945 










950 










955 










960 


3471 


Pro 


Ser 


Asp 


Ser 


Pro 


Thr 


Met 


Asp 


Thr 


Ser 


Ala 


Phe 


Gin 


Val 


Gin 


Ala 


3472 










965 










970 










975 




3474 


Pro 


Thr 


Gly 


Gly 


Ser 


Leu 


Gly 


Arg 


Met 


Tyr 


Pro 


Gly 


Ser 


Arg 


Gly 


Ser 


3475 








980 










985 










990 






3477 


Glu 


Lys 


His 


Ser 


Pro 


Asp 


Ser 


Ala 


Cys 


Ser 


Val 


Asp 


Tyr 


Ser 


Ser 


Ser 


3478 






995 








1000 








1005 








3480 


Arg 


Leu 


Ser 


Ser 


Pro 


Glu 


His 


Pro 


Asn 


Glu 


Asp 


Ser 


Glu 


Ser 


Thr 


Glu 


3481 


1010 








1015 








1020 










3483 


Pro 


Leu 


Ser 


Val 


Asp 


Gly 


He 


Ser 


Ser 


Asp 


Leu 


Glu 


Glu 


Pro 


Ala 


Glu 


3484 


|025 








1030 








1035 








1040 


3486 


Gly Asp 


Glu 


Asp 


Glu 


Glu 


Glu 


Glu 


Gly 


Gly Thr 


Gly 


Leu 


Cys 


Gly 


Leu 


3487 








1045 








1050 








1055 




3489 


Gin 


Glu 


Gly 


Gly 


Pro 


Arg 


Thr 


Pro 


Asp 


Gin 


Glu 


Gin 


Phe 


Leu 


Lys 


Gin 


3490 






1060 










1065 






1070 






3492 


Leu 


Phe 


Glu 


Thr 


Leu 


Ala 


Asn 


Gly 


Thr 


Ala 


Pro 


Gly Gly 


Pro 


Ala 


Arg 


3493 




1075 








1080 








1085 








3495 


Val 


Leu Glu Arg Thr 


Glu 


Ser 


Arg 


Ser 


He 


Ser 


Ser 


Arg 


Phe 


Leu 


Leu 


3496 


1090 








1095 








1100 










3498 


Gin 


Val 


Gin 


Thr 


Leu 


Pro 


Leu 


Arg 


Glu 


Pro 


Ser 


Leu 


Ser 


Ser 


Ser 


Gly 


3499 


|l05 








1110 








1115 








1120 


3501 


Leu 


Ala 


Leu 


Thr 


Ser 


Arg 


Pro 


Asp 


Gin 


Val 


Ser 


Gin 


Val 


Ser 


Gly 


Glu 


3502 








1125 








1130 








1135 




3504 


Gin 


Leu 


Lys Gly 


Ser 


Gly Ala 


Thr 


Pro 


Pro 


Gly Ala 


Pro 


Pro 


Glu 


Met 


3505 






1140 










1145 






1150 






3507 


Glu 


Pro 


Ser 


Ser 


Gly Asn 


Ser 


Gly 


Pro 


Lys 


Gin 


Val 


Ala 


Pro 


Val 


Leu 


3508 




1155 








1160 








1165 








3510 


Leu 


Thr 


Arg 


Arg 


Arg 


Asn 


Asn 


Leu 


Asp Asn 


Ser 


Trp 


Ala 


Ser 


Lys 


Lys 


3511 


1170 








1175 








1180 










3513 


Met 


Ala 


Ala 


Thr 


Arg 


Pro 


Leu 


Ala 


Gly 


Leu 


Gin 


Lys 


Ala 


Gin 


Ser 


Val 


3514 


*L85 








1190 








1195 








1200 


3516 


His 


Ser 


Leu 


Val 


Pro 


Gin 


Asp 


Glu 


Val 


Pro 


Ser 


Ser 


Arg 


Pro 


Leu 


Leu 



3517 1205 1210 1215 
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RAW SEQUENCE LISTING DATE: 12/04/2002 

PATENT APPLICATION: US/09/856 , 617A TIME: 13:50:11 

Input Set : A:\SEQUENCE LISTING, txt 
Output Set: N:\CRF4\12032002\I856617A.raw 

3519 Phe Arg Glu Ala Glu Thr Gin Gly Ser Leu Gly Ser Leu Pro Gin Ala 

3520 1220 1225 1230 

3522 Gly Gly Cys Ser Ser Gin Pro His Ser Tyr Gin Asn His Thr Thr Ser 

3523 1235 1240 1245 

3525 Ser Met Ala Lys Leu Ala Arg Ser lie Ser Val Gly Glu Asn Pro Gly 

3526 1250 1255 1260 

3528 Leu Ala Thr Glu Pro Gin Ala Pro Ala Pro He Arg He Ser Pro Phe 
E— > 3529 1265 1270 1275 1280 

3531 Asn Lys Leu Ala Leu Pro Ser Arg Ala His Leu Val Leu Asp He Pro 

3532 1285 1290 1295 

3534 Lys Pro Leu Pro Asp Arg Pro Thr Leu Thr Thr Phe Ser Pro Val Ser 

3535 1300 1305 1310- 

3537 Lys Gly Leu Thr His Asn Glu Thr Glu Gin Ser Gly Pro Leu Arg Glu 

3538 1315 1320 1325 

3540 Pro Arg Lys Ala His Thr Thr Val Glu Lys His Ser Cys Leu Gly Glu 

3541 1330 1335 1340 

3543 Gly Thr Thr His Lys Ser Arg Thr Glu Cys Gin Ala Tyr Pro Gly Pro' 
E— > 3544 1345 1350 1355 1360 

354 6 Asn His Pro Cys Arg Gin Gin Leu Pro Val Asn Asn Leu Leu Gin Ala 
3547 1365 1370 1375 

354 9 Glu Ser Leu Gin Pro Leu Ser Pro Glu Lys Thr Arg Asn Pro Val Glu 
3550 1380 1385 1390 

3552 Ser Ser Arg Pro Gly Val Ala Leu Ser Gin Asp Ser Glu Leu Ala Leu 

3553 1395 1400 1405 

3555 Ser Leu Gin Gin Cys. Glu Gin Leu Val Ala Glu Leu Gin Gly Asn Val 

3556 1410 1415 1420 

3558 Arg Gin Ala Val Glu Leu Tyr Arg Ala Val Thr Ser Cys Lys Thr Pro 
E— > 3559 \425 1430 1435 1440 

3561 Ser Ala Glu Gin Ser His He Thr Arg Leu Leu Arg Asp Thr Phe Ser 

3562 1445 1450 1455 

3564 Pro Val Arg Gin Glu Leu Glu Val Leu Ala Gly Ala Val Leu Ser Ser 

3565 1460 1465 1470 

3567 Pro Gly Gly Ser Pro Gly Ala Val Ala Ala Glu Gin Thr Gin Ala Leu 

3568 1475 1480 1485 

3570 Leu Glu Gin Tyr Ser Glu Leu Leu Leu Arg Ala Val Glu Arg Arg Met 

3571 1490 1495 1500 
357 3 Glu Arg Arg Leu 

E— > 3574 1505 

3730 <210> SEQ ID NO: 17 

3731 <211> LENGTH: 27 

3732 <212> TYPE: DNA 

3733 <213> ORGANISM: Artificial Sequence 

3735 <220> FEATURE: 

3736 <223> OTHER INFORMATION: Description of Artificial Sequence : Synthetic DNA 
3738 <400> SEQUENCE: 17 

E — > 3739 tagatatcgc cttggaacaa gagaaga --^ ^IB^ ne*^ 

37401'^ 



3743 <210> SEQ ID NO: 18 

3744 <211> LENGTH: 31 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/856 , 617A 



DATE: 12/04/2002 
TIME: 13:50:11 



Input Set : A:\SEQUENCE LISTING.txt 
Output Set: N:\CRF4\12032002\l856617A.raw 



3745 <212> TYPE: DNA 

3746 <213> ORGANISM: Artificial Sequence 

3748 <220> FEATURE: 

3749 <223> OTHER INFORMATION: Description of Artificial Sequence : Synthetic DNA 

3751 <400> SEQUENCE: 18 

3752 atgaat±ctc agttgttctt tgtgacactg a 31 



E— > 3753(T / 14 
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VERIFICATION SUMMARY DATE: 12/04/2002 

PATENT APPLICATION: US/09/856 , 617A TIME: 13:50:12 

Input Set : A:\SEQUENCE LISTING.txt 
Output Set; N:\CRF4\12032002\l856617A.raw 

L:712 M:254 E: No. of Bases conflict, LENGTH : Input ; 4043 Counted:4048 SEQ:2 
M:254 Repeated in SeqNo=2 

L:2165 M:254 E: No. of Bases conflict, LENGTH : Input : 14 69 Counted:1472 SEQ:8 
L:2167 M:252 E: No. of Seq. differs, <211> LENGTH: Input : 14 69 Found:1472 SEQ:8 
L:2369 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID: 9 
M:332 Repeated in SeqNo=9 

L:2622 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID: 10 
M:332 Repeated in SeqNo-10 

L;2878 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID: 11 
M:332 Repeated in SeqNo=ll 

L:3137 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID: 12 
M:332 Repeated in SeqNo=12 

L:3484 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID: 14 
M:332 Repeated in SeqNo=14 

L:3739 M:254 E: No. of Bases conflict, LENGTH : Input : 0 Counted:27 SEQ: 17 
L:3753 M:254 E: No. of Bases conflict, LENGTH : Input : 14 2 Counted:32 SEQ:18 
L:3753 M:320 E: (1) Wrong Nucleic Acid Designator, NUMBER OF INVALID KEYS:2 
L:3753 M:252 E: No. of Seq. differs, <211> LENGTH : Input : 31 Found:32 SEQ:18 
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United States Bvtent and Trademark (Stige 



UNITED STATES DEPARTMENT OF COMMERCE 
United 51tut*^N Pttinnt and Trtidttmiirit OfTit;*! 
Addrc«: COMMISSIONER OF PATENTS AND TRADEMARKS 
P.O. Dot 1450 

AlcAaaAia. «igiiiia 22313-1430 



U.S. APPLICATION NUMBER NO. 



FIRST NAMED APPLICANT 



ATTY. IX5CKET NO. 



09/856,617 



05514 

FITZPATRICK CELLA HARPER & SCINTO 
30 ROCKEFELLER PLAZA 
NEW YORK, NY 10112 



Michio Ichimura 



766.52 



INTERNATIONAL APPLICATION NO. 



] 



LA. FILING DATE 



PCT/JP99/06487 

I PRIORITY DATE | 



11/19/1999 11/24/1998 
CONFIRMATION NO, 3220 



To^pr^i? /a^^71 FORMALITIES LETTER 

lililiifllDlllliliilililillilllllillii 

^ *OG0000000 10200341* 



Date Mailed: 06/06/2003 



NOTIFICATION OF DEFECTIVE RESPONSE ABANDONMENT 

The United States Patent and Trademark Office in Its capacity as a Designated / Elected Office (37 CFR 1 .495) 
has made the following determination: 

Applicant has failed to properly respond to the notification of MISSING REQUIREMENTS (Form 
PCT/DO/EO/905), mailed 09/07/2001 within the time period set therein. 

Therefore, the above identified application failed to meet the requirements of 35 U.S.C. 371 and 37 CFR 1 495 
and is ABANDONED AS TO THE UNITED STATES OF AMERICA. 

The following items MUST be furnished within the period set forth below: 

• The nucleotide and/or amino add sequence disclosure contained in this application does not comply with 
the requirements for such a disclosure as set forth in 37 CFR 1 .821-1 ,825 for the following reason(s): 

■ See attached Raw Sequence Listing Error Report. 
> APPLICANT MUST PROVIDE: 

■ An initial or substitute paper copy or compact disc of the "Sequence Listing," as well as an 
amendment directing its entry into the specification. 

• For questions regarding compliance to 37 CFR 1.821-1.825 requirements, please contact: 

■ For Rules Interpretation, call (703) 308-4216 

■ To Purchase Patentin Software, call (703) 306-2600 

■ For Patentin Software Program Help, call (703) 306-41 1 9 or e-mail at patin21 help@uspto.gov or 
patin3help@uspto.gov 

Applicant is reminded that any communications to the United States Patent and Trademark Office must be mailed 
to the address given in the heading and include the U.S. application no. shown above (37 CFR 1 .5) 

A copy of this notice MUST be returned witty tfie response. 



BARBARA A CAMPBELL 
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1 U.S. APPLICATION NUMBER NO. 


1 INTERNATIONAL APPLICATION NO. | 


ATTY. DOCKET NO. | 


09/856,617 


PCT/JP99/06487 


766.52 



FORM PCT/DO/EO/918 (371 Formalities Notice) 




ERROR REPORT 



The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 

Application Serial Number: O^j . 

Source: J ^^yfT ^ 
Date Processed by STIC: 5 /(9/2003 

THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS, 4 
PLEASE FORWARD TfflS INFOIUVIATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUmCATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, :.^,^^r::. 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT^ WFTH A 
NOTICE TO COMPLY V 

FOR CRF SUBMISSION AND PATENTIN SOFTWARE QUESTIONS, PLEASE CONTACT 
MARK SPENCER, 703-308-4212. 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 4.0 PROGRAM , ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 
http://www.uspto.gov/web/offices/pac/checker 

Applicants submitting genetic sequence information electronically on diskette or CD-Rom should be aware that there is 

a possibility that the disk/CD-Rom may have been affected by treatment given to all incoming mail. 

Please consider using alternate methods of submission for the disk/CD-Rom or replacement disk/CD-Rom. 

Any reply including a sequence listing in electronic form should NOT be sent to the 20231 zip code address for the 

United States Patent and Trademark Office,: apd instead should be sent via the following to the indicated addresses: 

1. EFS-Bio (<http://www.uspto.gov^bc/efs/dQwi(oads/documents.htm> , EFS?SUb mission 
User Manual - eP AVE) 

2. U.S. Postal Service: Commissioner for Patents, P.O. Box 1450, Alexandria, VA 22313-1450 

3. Hand Carry directly to: ^ 

U.S. Patent and Trademark Office, Technology Center 1600, Reception Area, 7* Floor, Exarniner Name, 
Sequence Information, Crystal Mall One, 1911 South Clark Street, Arlington, VA 22202 
Or 

U.S. Patent and Trademark Office, Box Sequence, Custonfier Window, LtObbyi Room 1B03, Crystal Plaza Two, 
201 1 South Clark Place, Arlington,- VA: 22202 - 

4. Federal Express, United Parcel Seryice, or other delivery service to: U.S. Patent and Trademark Office, 
Box Sequence, Room 1B03-Maihoom, Crystal Plaza Two, 201 1 South Clark Place, Arlingtoiii VA 22202 ' 



Revised 04/24/2003 




OIPE 



RAW SEQUENCE LISTING DATE: 05/19/2003 

PATENT APPLICATION: US/09/856 , 617B TIME: 15:00:41 

Input Set : A: \766 . 52 , txt 

Output Set: N:\CRF4\05192003\l856617B.raw 



3 <110> APPLICANT: KYOWA HAKKO KOGYO CO., LTD., 

5 <120> TITLE OF INVENTION: NOVEL POLYPEPTIDE 

7 <130> FILE REFERENCE: 7 66.52 

9 <140> CURRENT APPLICATION NUMBER: US 09/856,6178 

10 <141> CURRENT FILING DATE; 2001-05-24 

12 <150> PRIOR APPLICATION NUMBER: HlO-332484 

13 <151> PRIOR FILING DATE: 1998-11-24 

15 <150> PRIOR APPLICATION NUMBER: Hll-248442 

16 <151> PRIOR FILING DATE: 1999-09-02 

18 <160> NUMBER OF SEQ ID NOS: 18 DOQS NO^ ComplV 

19 <170> SOFTWARE: Patentin Ver. 2.0 ^ V^^r^- i 4+^ M^^Wnr- 

Corrected Diskette Needeo 



ERRORED SEQUENCES 

2035 <210> SEQ ID Np;,_8 i/lPl'^ cl 

2036 <211> LENGTH :(J. 469) / T /Z. jhOU/^ 

2037 <212> TYPE: DN?^— 
2b3Q <213> ORGANISM: Mouse 

2040 <220> FEATURE: 

2041 <221> NAME/KEY: CDS 

2042 <222> LOCATION: (7).. (1458) 

2044 <400> SEQUENCE: 8 

2045 aagaag atg get gcg ggt ggt aac agg gac ggt gag aag cgc ggc teg aga 51 
204 6 Met Ala Ala Gly Gly Asn Arg Asp Gly Glu Lys Arg Gly Ser Arg 
2047 1 5 10 15 



2049 


age 


eag 


gcg 


gae 


tct 


ggc 


ttc 


ctg 


ggg 


ctg 


egg 


eeg 


acc 


teg 


gtg 


gat 


99 


2050 


Ser 


Gin 


Ala 


Asp 


Ser 


Gly 


Phe 


Leu 


Gly 


Leu 


Airg 


Pro 


Thr 


Ser 


Val 


Asp 




2051 










20 










25 










30 




2053 


eec 


get 


etg 


agg 


egg 


egg 


egg 


egg 


ggc 


ecc 


aga 


aac 


aag 


aag 


cgc 


ggc 


147 


2054 


Pro 


Ala 


Leu 


Arg 


Arg 


Arg 


Arg 


Arg 


Gly 


Pro 


Arg 


Asn 


Lys 


Lys 


Arg 


Gly 




2055 








35 










40 










45 




2057 


tgg 


agg 


agg 


etc 


gee 


gag 


gag 


eeg 


etg 


ggg 


tta 


gag 


gte 


gac 


eag 


ttc 


195 


2058 


Trp 


Arg 


Arg 


Leu 


Ala 


Glu 


Glu 


Pro 


Leu 


Gly 


Leu 


Glu 


Val 


Asp 


Gin 


Phe 




2059 






50 










55 










60 








2061 


ctg 


gaa 


gac 


gtc 


egg 


eta 


eag 


gag 


cge 


acg 


ace 


ggt 


ggc 


ttg 


ttg 


gea 


243 


2062 


Leu 


Glu 


Asp 


Val 


Arg 


Leu 


Gin 


Glu 


Arg 


Thr 


Thr 


Gly 


Gly 


Leu 


Leu 


Ala 




2063 




65 










70 










75 












2065 


gag 


gee 


cca 


aac 


gaa 


aag 


etc 


ttc 


ttc 


gtg 


gae 


aca 


gga 


ttc 


aag 


aga 


291 


2066 


Glu 


Ala 


Pro 


Asn 


Glu 


Lys 


Leu 


Phe 


Phe 


Val 


Asp 


Thr 


Gly 


Phe 


Lys 


Arg 




2067 


80 










85 










90 








95 




2069 


aaa 


gaa 


eca 


aga 


aag 


aag 


agg 


ace 


ttg 


gtc 


C3g 


aag 


aag 


tea 


eag 


cgt 


339 


2070 


Lys 


Glu 


Pro 


Arg 


Lys 


Lys 


Arg 


Thr 


Leu 


Val 


Gin 


Lys 


Lys 


Ser 


Gin 


Arg 
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RAW SEQUENCE LISTING DATE: 05/19/2003 

PATENT APPLICATION: US/09/856 , 617B TIME: 15:00:41 

Input Set : A:\766.52.txt 

Output Set: N:\CRF4\05192003\l856617B.raw 



2071 










100 










105 










110 






2073 


etc 


eag 


aaa 


ccc 


tta 


egg 


gtt 


gae 


ett 


gcc 


ett 


gag 


aat 


cat 


tet 


aag 


387 


2074 


Leu 


Gin 


Lys 


Pro 


Leu 


Arg 


Val 


Asp 


Leu 


Ala 


Leu 


Glu 


Asn 


His 


Ser 


Lys 




2075 








115 










120 










125 








2077 


ate 


eet 


get 


ecc 


aaa 


gae 


ate 


etc 


gca 


cat 


cag 


gtc 


cct 


aat 


gcc 


aag 


435 


2078 


lie 


Pro 


Ala 


Pro 


Lys 


Asp 


He 


Leu 


Ala 


His 


Gin 


Val 


Pro 


Asn 


Ala 


Lys 




2079 






130 










135 










140 










2081 


aag 


ete 


agg 


ega 


aag 


gag 


gag 


tta 


tgg 


gag 


aaa 


ctg 


gea 


aag 


cag 


gge 


483 


2082 


Lys 


Leu 


Arg Arg 


Lys 


Glu 


Glu 


Leu 


Trp 


Glu 


Lys 


Leu 


Ala 


Lys 


Gin 


Gly 




2083 




145 










150 










155 












2085 


gaa 


ctg 


ccc 


agg 


gat 


gtg 


ege 


aag 


gca 


cag 


gcc 


ega 


etc 


ett 


age 


cct 


531 


2086 


Glu 


Leu 


Pro Arg 


Asp 


Val 


Arg 


Lys 


Ala 


Gin 


Ala 


Arg 


Leu 


Leu 


Ser 


Pro 




2087 


160 










165 










170 










175 




2089 


ccc 


aca 


cca 


aag 


gee 


aaa 


cct 


ggg 


ccc 


cag 


gae 


ate 


att 


gag 


ega 


ecc 


579 


2090 


Pro 


Thr 


Pro 


Lys 


Ala 


Lys 


Pro 


Gly 


Pro 


Gin 


Asp 


He 


He 


Glu 


Arg 


Pro 




2091 










180 










185 










190 






2093 


ttc 


tat 


gae 


ete 


tgg 


aac 


cca 


gae 


aac 


eet 


etg 


gae 


acg 


eet 


ttg 


att 


627 


2094 


Phe 


Tyr 


Asp 


Leu 


Trp 


Asn 


Pro 


Asp. 


Asn 


Pro 


Leu 


Asp 


Thr 


Pro 


Leu 


He 




2095 








195 










200 










205 








2097 


ggt 


eag 


gat 


gca 


ttt 


ttt 


ctg 


gaa 


eag 


ace 


aag 


aag 


aaa 


gge 


gtg 


agg 


675 


2098 


Gly Gin 


Asp Ala 


Phe 


Phe 


Leu 


Glu 


Gin 


Thr 


Lys 


Lys 


Lys 


Gly 


Val 


Arg 




2099 






210 










215 










220 










2101 


egg 


eea 


eaa 


ege 


ete 


cac 


ate 


aag 


eet 


tec 


cag 


gtg 


eet 


gca 


gtg 


gag 


723 


2102 


Arg 


Pro 


Gin Arg 


Leu 


His 


He 


Lys 


Pro 


Ser 


Gin 


Val 


Pro 


Ala 


Val 


Glu 




2103 




225 










230 










235 












2105 


gtg 


att 


eet 


gea 


gga 


gee 


tec 


tae 


aac 


cca 


ace 


ttt 


gaa 


gat 


cac 


cag 


771 


2106 


Val 


He 


Pro 


Ala 


Gly 


Ala 


Ser 


Tyr 


Asn 


Pro 


Thr 


Phe 


Glu 


Asp 


His 


Gin 




2107 


240 










245 










250 










255 




2109 


gee 


etg 


ett 


ega 


gag 


gcc 


cat 


gag 


gtg 


gag 


ctg 


cag 


egt 


gag 


aaa 


gag 


819 


2110 


Ala 


Leu 


Leu Arg 


Glu 


Ala 


His 


Glu 


Val 


Glu 


Leu 


Gin 


Arg 


Glu 


Lys 


Glu 




2111 










260 










265 










270 






2113 


gca 


gaa 


aag 


ctg 


gag 


ega 


eag 


ctg 


gcc 


ctg 


ccc 


acc 


tea 


gag 


eaa 


get 


867 


2114 


Ala 


Glu 


Lys 


Leu 


Glu 


Arg 


Gin 


Leu 


Ala 


Leu 


Pro 


Thr 


Ser 


Glu 


Gin 


Ala 




2115 








275 










280 










285 








2117 


gee 


aee 


eag 


gag 


tec 


gtg 


ttt 


egg 


gag 


atg 


tgt 


gag 


gge 


ctg 


ctg 


gag 


915 


2118 


Ala 


Thr 


Gin 


Glu 


Ser 


Val 


Phe 


Arg 


Glu 


Met 


Cys 


Glu 


Gly 


Leu 


Leu 


Glu 




2119 






290 










295 










300 










2121 


gag 


tet 


gat 


ggt 


gag 


gat 


gag 


cat 


gag 


gea 


gge 


cgt 


gee 


ggg 


cag 


cca 


963 


2122 


Glu 
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